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MOTIF I 

- TWL - G - AGhGKTTLAbbhhL - WA - G - Lr (SEQ ID NO: 150) 
* *** * ★ *** ** * * 

MOTIF II 

F-rhFrh-CbEh Sh-aLl rP (SEQ ID NO: 151) 

★ * * * * * 

MOTIF III 

-lh- - PaRLLFlhDGFDEL (SEQ ID NO: 152) 
*** ********** 

MOTIF IV 

LL-SLLbK-LLPEASLLlTpRP-Ah (SEQ ID NO: 153) 
* ** * * ******* 

MOTIF V 

L--hL b- h-h-GFSE- abb- - YF- -r-a (SEQ ID NO:154) 

MOTIF VI 1 

A-bsh--hb-N- -Lr-hC-VP-hCWhVCp-Lb-Qha-G (SEQ ID NO:155) 
* ****** 

MOTIF VII 

T-T-hr--rh h (SEQ ID NO:156) 

MOTIF VIII 2 

Lb - LC - LAAEGhW hF - - aDL GL h- -FL hh (SEQ ID NO: 157) 

* * 

MOTIF IX 3 

Y - FhHLphQEF - AAhr YhL (SEQ ID NO: 158) 
****** 

MOTIF X 

FLFGLL- ( - ) n-b-LE- -Fs- -hS- -hb (SEQ ID NO:159) 

MOTIF XI 

haLF-Clra-QE-aFh h h-h (SEQ ID NO: 160) 

MOTIF XII 

ahhV-pFCLbbC- -h- -L-L (SEQ ID NO: 161) 
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MELLFDPDDEHSEPV 
I ETLFEPDEERPEPP 
E Y KELNDA YTAAARR 



HTWFQGAAG IGKTI LARKMMLDWASGTLYQ 
RTVVMQGAAGIGKSMLAHKVMLDWADGKLFQ 
HTWLEGPDGIGKTTLLRKVMLDWAEGNLWK 



I RDLFGPGLDTQEP - 
LEHLFDVDVKTGAQP 
LDRLFAPKETGKQP - 
LQRLLDPNRTRAQA - 
LPCLLLPKRPQGRQP 
VEAL FDSGEKP SLAP 
4 LIPFSNPRVLPGPFS 
TLAGAFDSDRWGFRP 
TFNRLFRRDEEGRRP 
LQLAYDSTSYYSANN 



LSQLFNPDACGRRV - 
EVLLAAKEHRRPRET 
VS I SDLFNTRVNKGP 
LDRLFLPLSRVSVPP 
LEELFSTPGHLNDDA 
ACLLDHTTG I LNEQG 

RVEQLTLNGLLQALQ 
VQEPLVLPEVFGNLN 



R I V I LQGAAG I GKS TLARQVKE AWGRGQL YG 
QIWLQGAAGVGKTTLVRKAMLDWAEGSLYQ 
RTVIIQGPQGIGKTTLLMKLMMAWSDNKIFR 
QTIVLVGRAGVGKTTLAMRAMLHWANGVLFQ 
KTVA I QGAPG I GKT I LAKKVMFEWARNKFYA 
SLWLQGSAGTGKTTLARKMVLDWATGTLYP 
YTWLYGPAGLGKTTLAQKLMLDWAEDNLIH 
RTWLHGKSG I GKS ALARRI VLCWAQGGLYQ 
LTWLQGPAGIGKTMAAKKILYDWAAGKLYQ 
LNVFLMGERASGKTIVINLAVLRWIKGEMWQ 
- - WLQACAGTGKTAWHKFMFDWAAGTVTP 
QT WL YGT VGTGKS TL VR KMVLD WC YGRL PA 
RVIAVLGKAGQGKSYWAGAVSRAWACGRLPQ 
RVTVLLGKAGMGKTTLAHRLCQKWAEGHLNC 
RVS I TIGVAGMGKTTLVRHFVRLWAHGQVGK 
DTVLWGEAG S GKS TLLQRLHLL WAAGQDFQ 
ETIFILGDAGVGKSMLLQRLQSLWATGRLDA 

S PC 1 1 EGESGKGKSTLLQRI AMLWGSGKCKA 
SVMCVEGEAGSGKTVLLKKIAFLWASGCCPL 



MOTIF II 



-DRFDYLFYIHCREVS LVTQRSLGDLI MSCC P 

•GRFDYLFYINCREMNQ - - SATECSMQDLIFSCWP 
-DRFTFVFFLNVCEMN GIAETSLLELLSRDWP 



-DRFQHVFYFSCRELA QSKWSLAELIGKDGT 

-QRFKYVFYLNGREIN QLKERSFAQLI SKDWP 

- DRFLYTFYFCCRELR ELPPTSLADLI SREWP 

-QRFSYVFYLSCHKIR YMKETTFAELI SLDWP 

- HKRWCAF YFHCQEVN QTTDQS FS EL I EQKWP 

- GRFDYVFYVSCKE W - - - LLLESKLEQLLFWCCG 

- K - FKYAFYLSCRELS RLG PC S F AE L VFRDWP 

- GMFS YVFFLPVREMQ RKKESSVTEFI SREWP 

-GQVDFAFFMPCGELLE - - RPGTRSLADLILDQCP 

-NMISYWHLTSHEIN QMTNSSLAELIAKDWP 

- GRCD YL I YVNCI E I S H I ANLS S ADL I LTLFK 

FELLIPFSCEDLSS - LG PAPAS LCQLVAQRYT 

YDFVFSVPCHCLNR - - PGDAYGLQDLLFSLGP 

-FQALFLFEFRQLNLIT- - RFLTPSELLFDLYLSP 

- D - FS LVLPLTFRDLN THEKLCADRLICSVFP 

-E-FLFVFPFSCRQLQC- - MAKPLSVRTLLFEHCC 
- G - VKFFFHFRCRMFSCFKESDRLCLQDLLFKHYC 

LTKFKFVFFLRLSRAQG - - GLFETLCDQLLDI PGT 
LNRFQLVFYLSLS STRPDEGLAS 1 1 CDQLLEKEGS 
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MOTIF III 

* * * ★★★**★★★★★ 

KI VRKPSR I LFLMDGFDELQ 
ELIRVPERLLFI IDGFDELK 
DIFSQPERILFIMDGFEQLK 
HFFPQPEQILFIMDGFEQLK 
QILSRPERLLFILDGVDEPG 
EIMYQPSSLLFI IDSFDELN 
EIVSQPERLLFVIDSFEELQ 
EFMSQPEKLLFI IDGFEEI I 
KIMSKPDQLLLLLDGFEELT 
E I LRQPERLLF I LDGFDELQ 
H I LAQARKI LFVI DGFDELG 
EIMSRPERLLFI IDGFDDLG 
QMLAQPQRLLF I LDGADELP 
D I LSDPKKLLF I LEDLDNI R 
DTILIYPKILLILDRFPELQ 
LMAAAGSHLLFVLHGLEHLN 
HI LKRPDRVLLI LDAFEELE 
YLEKNADQVLL I FDGLDEAL 
LAVAVPARALL I LDGLDECR 
LLLDHPDRVLLTFDGFDEFK 
FLLRFPHVALFTFDGLDELH 

MLLKLRQRVLFLLDGYNEFK 
I IQQLKNQVLFLLDDYKEIC 



GAFDEHI GPLCTDWQKAERGD 

PSFHDPQ GPWCLCWEEKRPTE 

FNLQLK ADLSDDWRQRQPMP 

FDLELK ADLCDD WRQQQ PTQ 

WVLQEPS SELCLHWSQPQPAD 

FAFEEPE FALCEDWTQEHPVS 

GGLNEPD SDLCGDLMEKRPVQ 

ISESRSESLDDGSPCTDWYQELPVT 

STLIDR LEDLSEDWRQKLPGS 

RPFEEK LKKRGLSPKE 

AAPGALI EDICGDWEKKKPVP 

SVLNNDT KLCKDWAEKQPPF 

ALGGPE -AAPCTDPFEAASGA 

FELNVN ESALCSNSTQKVPIP 

DPVGDQE EDLSVHPQERRPVE 

LDFRLAG TGLCSDPEEPQEPA 

AQDGFLH STCGPAPAEPCSLR 

QPMGPDg PGPVL 

TPLDFSN TVACTDPKKE I PVD 

FRFTDR ERHCS - PTDPTSVQ 

SDLDLSR VPDSSCPWEPAHPL 

P Q NC 

SIPQ 



MOTIF IV 

* * ******* 



MOTIF V 



ILLSSLIRKKLLPEASLLITTRPVALEK 
LLLNSLIRKKLLPELSLLITTRPTALEK 
IILSSLLQKKMLPESSLLIALGKLAMQK 
I ILSSLLQKKMIPESSLLIALGKVGMQK 
ALLGSLLGKTILPEASFLITARTTALQN 
FLMS S LLRKVMLPEAS LLVTTRLTTS KR 
VLLSSLLRKKMLPEASLLIAIKPVCPKE 
KI LHS LLKKELVPLATLL I T I KTWFVRD 
VLLSSLLSKTMLPEATLLIMIRFTSWQT 
SLLHLLIRRHTLPTCSLLITTRPLALRN 
VLLGSLLNRVMLPKAALLVTTRPRALRD 
TLIRSLLRKVLLPESFLIVTVRDVGTEK 
RVLGGLLSKALLPTALLLVTTRAAAPGR 
VLLVSLLKRKMAPGCWFLISSRPTRGNN 
SLLCSFVRKKLFPESSLLITARPTAMKK 
AIIVNLLRKYMLPQASILVTTRPSAIGR 
GLLAGLFQKKLLRGCTLLLTARPRG -RL 
TLFSHLCNGTLLPGCRVMATSRPGK - -L 
HLITNI IRGNLFPEVSIWITSRPSASGQ 
TLLFNLLQGNLLKNARKWTSRPAAVSA 
VLLANLLSGKLLKGASKLLTARTGIEVP 

PEIEALIKENHRFKNMVIVTTTTECLRH 
-VIGKLIQKNHLSRTCLLIAVRTNRARD 
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IPGGL - VDRMTE I RGFN 
FLRKY - IRTEFNLKGFS 
RQFLR KKVLLRGFS 

I RQFG ALTAE VGDMTED 
IRRYLETILEIKAFPFY 
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MOTIF VI 1 

★ * * * * * 
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QENEVLFTMCFI PLVCWI VCTGLKQQMESGK 
RDNEPLFTMCFVPLVCWWCTCLQQQLEGGG 
RDNGPLFILCHNPFTCWLVCTCVKQRLERGE 
RDTGQRFILCHNPFICWLVCTCMKWQLERGE 
KSNKELWALCLVPWVSWLACTCLMQQMKRKE 
KSNEMLFSMCQVPLVCWAACTCLKQQMEKGG 
RESEQLFS I CQI PLLCWI LCTSLKQEMQKGK 
RKNETLFHSCSAPMVCWTVCSCLKQPKVRYY 
MENT I LFSMCRVPWCWIWCSGLKQQMERGN 
QKND I LYKACQVPG I CW WC S WLQGQMERGK 
RSNAALFQLGSAPAVCWIVCTTLKLQMEKGE 
MNNRELLDQCQVPAVGSLI CVALQLQDWGE 
KENETLFALCFVPFVCWIVCTVLRQQLELGR 
HEDE I LVGLCRVA I LCW I TCTVLKRQMDKGR 
XENEDLD IMSSLPIVSWMI CNVLQ S QGDGDR 
EGHHQIAAACFLPSYCWLVCATLHFLHAPTP 
RDRPLLLSHSHSPTLCRAVCQLSEALLE-LGE 
QTNGRLRSLCAVPALCQVACLCLHHLLPDHA 
QADRALYLMCTVPAFCRLTGMALGHLWRSRT 
QETSALHGLCHLPVFSWMVSKCHQELLLQEG 
EANPNLCSLCSVPLFCWI I FRCFQHFRAAFE 

QKSRCLRNLMKTPLFWITCAIQMGESEFHS 
GKNQSLQKIQKTPLFVAAI CAHWFQYPFDPS 
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MOTIF VII 
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MOTIF VIII 2 
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-QPPP- 
-VNRA- 
VNRA- 



PNQA- 
QTQH- 
SWPG- 
IHQA- 
LSRHR 



PRGGSQEH 

PKPGAPRL 

AGSQSFPPK 

AGSQSFPPK 

AQPLGP 

PVDGGSPSL 

PEGAEGPTP 

TAEVDLADD 

TRAENFSRK 

PDDDGGCSE 

QGAQLRG 

PRGWRRCLN LEERV 

SAPVADGPR LQG- - 

SEAGLTANQY HLG- - 

TLTGISVWE GQS 

GETLDSTDPSNL SLMAY 

DSPPG -~ 

PGHLPTS 

GEGQEKGKAS - - PRI EQVAHGGRK 
HATPPDSASQ - - GLGPSLLRGRLP 
RMQPSS LVQRNTRS P VETLHAGRD 
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MOTIF VIII 2 
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SLAADGIWNQKILFEESDLRNHGLQKA - DVSAFLRMNLFQK 
S LAADGLWNQKI LFEEQDLRKHGLDGE - DVSAFLNMNI FQK 
AIiAAEG I WTYTFVFSHGDLRRNGLSES - EGVMWVGMRLLQR 

ALAAEG I WTHAFVF DLWRNGLSES -EGLMWVGMKLLQR 

SLAAEGI WQKKTLFSPDDLRKHGLDGA - I ISTFLKMGILQE 
Q VAAKG I WTMTYVFYRENLRRLGLTQS -DVSSFMDSNI IQK 
SLAAEGMWTDTFEFCEDDLRRNGWDA -DIPALLGTKILLK 
SLAIEGLWSMNFTFNKEDTEIEGLEVP - FIDSLYEFNILQK 
HLAADSMWHRKWVLGKEDLEEAKLDQT - GVTAFLGMS I LRR 
SLAAEGI QHQRFLFEEAELRKHNLDGP - RLAAFLSSNDYQL 
LLAAQGLWAQTSVLHREDLERLGVQES -DLRLFLDGDILRQ 
RMAVEGVWNRKSVFDGDDLMVQGLGES - ELRALFHMNI LLP 
RLAREGVLGRRAQFAEKELEQLELRGSKVQTLFLSKKELPG 
LLAAGGLFLSTLNFSGEDLRCVGFTEA -DVSVLQAANILLP 
RLAAEGLQNHQVLFAVSDLRRHGIGYCDTNCTFLSRFLKKA„ 
KLAYEGVSSRKTYFSEEDVCGCLEAGIRTEEEFQLLHIFRR 

KLAWELGRRHQSTLQEDQFPSADVRTWAMAK GLVQH 

EVALRGLETGKVIFYAKDIAPPLIAFGATHSLLTSFCVCTG 
RLAFHGLLKKKYVFYEQDMKAFGVDLALLQGAPCSCFLQRE 
RLALWGLGMCCYVFSAQQLQAAQVSPDDISLGFLVRAKGW 
QVAHRGMEKSLFVFTQEEVQASGLQERDMQLGFLRALPELG 



DLALEGVFSHKFDFELQDVSSVNEDVLLTTGLLC 
ELALKGFFSCCFEFNDDDLAEAGVDEDEDLTMCL 
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MOTIF IX 3 
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STA 
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DQQ 
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KYTAQRFKP 


NAIP 


-MSKFTAQRLRP 



FYSFIHMTFQEFFAAMYYLLE 
Y Y S F I HLS FQE FFAAMYY I LD 
CFAFMHLCIQEFCAAMFYLLK 
CFTFIHVCIQEFCATMFYLLK 
SYSFIHLCFQEFFAAMSYVLE 
C Y VFTHLHVQE F FAAM FYMLK 
SYVFLHVCIQEFCAALFYLLK 
CTTFTHLSFQEFFAAMSFVLE 
HYVFTLVTFQEFFAALFYVLC 
F YS FRH I S FQDFFHAMS YLVK 
CYSFI HLS FQQFLTALFYTLE 
YYTFFHLSLQDFCAALYYVLE 
TYQF I DQS FQE FLAALS YLLE 
RYKFIHLNVQEFCTAIAFLMA 
VYTFLHFSFQEFLTAVFHALK 
TF V FTVP AMQE YLAAL Y I VLG 
ELAFPSFLLQCFLGALWLABS 
GYAFTHLSLQEFLAALHLMAS 
AYCFTHLSLQEFVAAAYYYGA 
PLEFLH I TFQCFFAAFYLALS 
SYEFFHLTLQAFFTAFFLVLD 

KYKFFHKSFQEYTAGRRLSSL 
FYRFLS PAFQEFLAGMRL I EL 



EEKEGRTNV 

EGEGGAG 

RPKDDPN 

RPKDDPN 

DEKGRGKHS 

GSWEAGNP 

GSWEAGNP 

EPREFPP -H 

FPQRLKN 

EDQSRLG 

KEEEEDRD 

GLEIEPALC 

DGGVPRT 

VPNYLIP 

NDNSWMF 

LRKTTLQ 

GEIKDKE 

PKVNKDT 

SRRAI FDLFTES 
ADVPPALLRHLF 
DRVGTQELLRFF 

L 
L 



I. 1 PGSRLKLPSRDVTVLLENYGKFEK -GYLIFVV 

19.3 PDQDVTRLLTEYAFSER -SFLALTS 

19.1 P AIGSITQLVRASWQPQ -TLLTQVG 

12 P TIGS I TQLVRAS VAQPQ - THSTQVG 

DEFCAP - - N CI I DLEKTLEAYG I HG - - LFGASTT 

II. 2 S CQPFEDLKSLLQSTS YKD - - PHLTQMK 

19.5 AVRCVQELLVANFEKARRAHWI FLG 

19.7 S TKPQEMKMLLQHVLLDKEAYWTP W 

19.2 FHVLSHVNIQRLIASPRGSKSYLSHMG 

11.1 K -E SRRE VQRLLEVKEQEGN - DEMTLTM 

Nalp2/19 . 4 GHTWDIGDVQKLLSGVERLRN -PDLIQAG 

19.8 P LYVEKTKRSMELKQAGFHIHSLWMK 

11.4 AAGGVGTLLRGDAQPHS - - HLVLTT 

19.6 S GSRE YKEKREQYSDFNQVF 

X FYQAEKMWQEMFQQYG - KGFSSLMI 

11.3 - -KVGKEVAELVGRVGEDVSLVLGIMAKLLPLRAL.PLLFNLIKW 
CI ITA LPQYLALTPRKKRPYDNWLEGVP 

16.1 LTQYVTLHSRWVQRTKARLGLSDHLP 

16.2 G VS WPRLGFLTHFRSAAQRAMQAEDGRLDVFL 

Nod2 NCGRPGNS PMARLLPTMC I QAS EGKDS S VAALLQKAEPHNLQ I TA 

Nodi QEWMPPAGAATTSCYPPFLPFQCLQGSGPAREDLFKNKDHFQFTN 

Ipaf (SEQ ID NO : 183) 

NAIP (SEQ ID NO : 184) 
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QLELFYCLYEMQEEDFVQRAMDYFPKIEIN - 
SLEFFS CL YE I QEEEF I QQALS HFQVI WSN 
FQELFIGLFETQEKEFVTKVMNFFEEVFIY - 
FQELFHDLFATQEKEFVTEVINFFEEVFIC - 
SLESLHCLYETRNKTFLTQVMAHFEEMGMC - 
FLELFHCLYETQDKAFISQAMRCFPKVAIN - 
SLA I FYCLFEMQDPAFVKQAVNLLQEANFH - 
I LRLFHCLHESQEEDFTKKMLGRI FEVDLN - 
VPQLFYCLHE I REEAFVSQALNDYHKWLR - 
EFSLYEAKIKNLVKGIQMNNVSFKIKHSNEK 
LQELLGCLYESQEEELVKEVMAQFKEISLH 
TLDAFHCLFETQDKE FVRLALNSFQEVWLP - 
PLELLYCLYETQEDAFVRQALCRFPELALQR 
HMPLFYCLYENREEEFVKTIVDALMEVTVYL 
P VDLFHCL YE I QEEEYAKR I I DDLQ S I I LLQ 
LLDHLFFHYEFQNQRFSAEVLSSLRQLNLAO- 
LLELLHCAHEAEEAGIWQHVVQELPGRLSFL 
VVELCHCVDETQEPELASLTAQSLPYQLPFH 
AlNVLHCLHELQHTELARSVEEAMESGAIxAR 
FIWL I RSLYEMQEERLARKAARGLNVGHLKL 
F I WMLRC I YETQSQKVGQLAARGI CANYLKL 
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1 ATTGGTGAGTGGGGCAGGGCAGGAGGGAACTGAAGAGTGAGAAAGCATTA 
5 1 TTTCAGCAAAAGGTCTTTCCTCCCTTGCTCACTCCTCCAACCACTGGCTC 
1 0 1 AGCCTCTCCGCCCGCTGCCTGTGAATGATGCAATGGAAGGTGTGCTGGGG 
151 TCGCCCTGTGTCCCGTGCATAGGAGCATCTCAGCCTCCAGGTCCTCTCCT 
201 TTGGGGCTTACGGCACCCCCATGCTAGGAACCGCAGGCAGGGACGGCCTC 
251 TGTCGCCTGTCCACCTACTTGGAAGAACTCGAGGCTGTGGAACTGAAGAA 
30 1 GTTCAAGTTATACCTGGGGACCGCGACAGAGCTGGGAGAAGGCAAGATCC 
351 CCTGGGGAAGCATGGAGAAGGCCGGTCCCCTGGAAATGGCCCAGCTGCTC 
40 1 ATCACCCACTTCGGGCCAGAGGAGGCCTGGAGGTTGGCTCTCAGCACCTT 
451 TGAGCGGATAAACAGGAAGGACCTGTGGGAGAGAGGACAGAGAGAGGACC 
501 TGGTGAGGGATACCCCACCTGGTGGCCCGTCCTCACTTGGGAACCAGTCA 
55 1 ACATGCCTTCTGGAAGTCTCTCTTGTCACTCCAAGAAAAGATCCCCAGGA 
60 1 AACCTACAGGGACTATGTCCGCAGGAAATTCCGGCTCATGGAAGACCGCA 
651 ATGCGCGCCTAGGGGAATGTGTCAACCTCAGCCACCGGTACACCCGGCTC 
701 CTGCTGGTGAAGGAGCACTCAAACCCCATGCAGGTCCAGCAGCAGCTTCT 
751 GGACACAGGCCGGGGACACGCGAGGACCGTGGGACACCAGGCTAGCCCCA 
801 TCAAGATAGAGACCCTCTTTGAGCCAGACGAGGAGCGCCCCGAGCCACCG 
851 CGCACCGTGGTCATGCAAGGCGCGGCAGGGATAGGCAftSTCCATGCTGGC 
90 1 ACACAAGGTGATGCTGGACTGGGCGGACGGGAAGCTCTTCCAAGGCAGAT 
951 TTGATTATCTCTTCTACATCAACTGCAGGGAGATGAACCAGAGTGCCACG 
1 001 GAATGCAGCATGGAAGACCTCATCTTCAGCTGCTGGCCTGAGCCCAGCGC 
1 051 GCCTCTCCAGGAGCTCATCCGAGTTCCCGAGCGCCTCCTTTTCATCATCG 
1 1 01 ACGGCTTCGATGAGCTCAAGCCTTCTTTCCACGATCCTCAGGGACCCTGG 
1 1 51 TGCCTCTGCTGGGAGGAGAAACGGCCCACGGAGCTGCTTCTTAACAGCTT 
1 201 AATTCGGAAGAAGCTGCTCCCTGAGCTATCTTTGCTCATCACCACACGGC 
1 251 CCACGGCTTTGGAGAAGCTCCACCGTCTGCTGGAGCACCCCAGGCATGTG 
1 301 GAGATCCTGGGCTTCTCTGAGGCAGAAAGGAAGGAATACTTCTACAAGTA 
1 351 TTTCCACAATGCAGAGCAGGCGGGCCAAGTCTTCAATTACGTGAGGGACA 
1 401 ACGAGCCTCTCTTCACCATGTGCTTCGTCCCCCTGGTGTGCTGGGTGGTG 
1 451 TGTACCTGCCTCCAGCAGCAGCTGGAGGGTGGGGGGCTGTTGAGACAGAC 
1 501 GTCCAGGACCACCACTGCAGTGTACATGCTCTACCTGCTGAGTCTGATGC 
1 551 AACCCAAGCCGGGGGCCCCGCGCCTCCAGCCCCCACCCAACCAGAGAGGG 
1 601 TTGTGCTCCTTGGCGGCAGATGGGCTCTGGAATCAGAAAATCCTATTTGA 
1 651 GGAGCAGGACCTCCGGAAGCACGGCCTAGACGGGGAAGACGTCTCTGCCT 
1 701 TCCTCAACATGAACATCTTCCAGAAGGACATCAACTGTGAGAGGTACTAC 
1751 AGCTTCATCCACTTGAGTTTCCAGGAATTCTTTGCAGCTATGTACTATAT 
1 801 CCTGGACGAGGGGGAGGGCGGGGCAGGCCCAGACCAGGACGTGACCAGGC 
1 851 TGTTGACCGAGTACGCGTTTTCTGAAAGGAGCTTCCTGGCACTCACCAGC 
1 901 CGCTTCCTGTTTGGACTCCTGAACGAGGAGACCAGGAGCCACCTGGAGAA 
1951 GAGTCTCTGCTGGAAGGTCTCGCCGCACATCAAGATGGACCTGTTGCAGT 
2001 GGATCCAAAGCAAAGCTCAGAGCGACGGCTCCACCCTGCAGCAGGGCTCC 
2051 TTGGAGTTCTTCAGCTGCTTGTACGAGATCCAGGAGGAGGAGTTTATCCA 
2101 GCAGGCCCTGAGCCACTTCCAGGTGATCGTGGTCAGCAACATTGCCTCCA 
2151 AGATGGAGCACATGGTCTCCTCGTTCTGTCTGAAGCGCTGCAGGAGCGCC 
2201 CAGGTGCTGCACTTGTATGGCGCCACCTACAGCGCGGACGGGGAAGACCG 
2251 CGCGAGGTGCTCCGCAGGAGCGCACACGCTGTTGGTGCAGCTCAGACCAG 
2301 AGAGGACCGTTCTGCTGGACGCCTACAGTGAACATCTGGCAGCGGCCCTG 
2351 TGCACCAATCCAAACCTGATAGAGCTGTCTCTGTACCGAAATGCCCTGGG 
2401 CAGCCGGGGGGTGAAGCTGCTCTGTCAAGGACTCAGACACCCCAACTGCA 
2451 AACTTCAGAACCTGAGGCTGAAGAGGTGCCGCATCTCCAGCTCAGCCTGC 
2501 GAGGACCTCTCTGCAGCTCTCATAGCCAATAAGAATTTGACAAGGATGGA 
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2551 TCTCAGTGGCAACGGCGTTGGATTCCCAGGCATGATGCTGCTTTGCGAGG 
2601 GCCTGCGGCATCCCCAGTGCAGGCTGCAGATGATTCAGTTGAGGAAGTGT 
2651 CAGCTGGAGTCCGGGGCTTGTCAGGAGATGGCTTCTGTGCTCGGCACCAA 
2701 CCCACATCTGGTTGAGTTGGACCTGACAGGAAATGCACTGGAGGATTTGG 
2751 GCCTGAGGTTACTATGCCAGGGACTGAGGCACCCAGTCTGCAGACTACGG 
280 1 ACTTTGTGGCTGAAGATCTGCCGCCTCACTGCTGCTGCCTGTGACGAGCT 
2851 GGCCTCAAGTCTCAGTGTGAACCAGAGCCTGAGAGAGCTGGACCTGAGCC 
290 1 TGAATGAGCTGGGGGACCTCGGGGTGCTGCTGCTGTGTGAGGGGCTCAGG 
2951 CATCCCACGTGCAAGCTCCAGACCCTGCGGTTGGGCATCTGCCGGCTGGG 
3001 CTCTGCCGCCTGTGAGGGTCTTTCTGTGGTGCTCCAGGCCAACGACAACC 
3051 TCCGGGAGCTGGACTTGAGTTTCAACGACCTGGGAGACTGGGGCCTGTGG 
3101 TTGCTGGCTGAGGGGCTGCAACATCCCGCCTGCAGACTCCAGAAACTGTG 
3151 GCTGGATAGCTGTGGCCTCACAGCCAAGGCTTGTGAGAATCTTTACTTCA 
320 1 CCCTGGGGATCAACCAGAGCTTGACGGACCTTTACCTGACCAACAACGCC 
3251 CTAGGGGAGACAGGTGTCCGACTGCTTTGCAAGCGGCTGAGCCATCCTGG 
3301 CTGCAAACTCCGAGTCCTGTGGTTATTTGGGATGGACCTGAATAAAATGA 
3351 CCCACAGTAGGTTGGCAGCGCTTCGAGTAACAAAACCTTATTTGGACATT 
340 1 GGCTGCTGAATGGTCCTATGTGCTGGCTCTCCCCTGAGATCTGG AC AG AG 
3451 GAAGATGGGAGGGTGCTCATCACCCCCCCAGCATAATGATCAGCCTCCTT 
3501 CCTAGAGACAGACTCATGCAGATTGAGATCAAAAGTCCCTCTGCTTGGGA 
3551 TCAAATTAATGTTTGACAGAGCTGGCCAGGCGTGGTGGCTCATGTATGTA 
360 1 ATCCTAGCACTTCGAGAGGCCGAGGCAGGTGGATCACGAGGTCAGGAGTT 
3651 TGAGATTAGCCTGGCCAAGATGGTGAAACCCTGTCTCTACTAAAAATAAA 
3701 AAAAAATTAGGCAGGAAAAAAAAAAAAAAAA (SEQ ID NO : 1 ) 

FIG. 6B 

1 MLRTAGRDGLCRLSTYLEELEAVELKKFKLYLGTATELGEGKI PWGSMEK 
51 AGPLEMAQLLITHFGPEEAWRLALSTFERINRKDLWERGQREDLVRDTPP 
1 01 GGPSSLGNQSTCLLEVSLVTPRKDPQETYRDYVRRKFRLMEDRNARLGEC 
1 51 VNLSHRYTRLLLVKEHSNPMQVQQQLLDTGRGflARTVGHQASPIKIETLF 
201 EPDEERPEPPRTWMQGAAGIGKSMLAHKVMLDWADGKLFQGRFDYLFYI 
251 NCREMNQSATECSMQDLIFSCWPEPSAPLQELilRVPERLLFI IDGFDELK 
301 PSFHDPQGPWCLCV7EEKRPTELLLNSLIRKKLLPELSLLITTRPTALEKL 
35 1 HRLLEHPRHVE ILGFS EAERKEYFY KY FHNAEQAGQ VFNY VRDNE PL FTM 
401 CFVPLVCWWCTCLQQQLEGGGLLRQTSRTTTAVYMLYLLSLMQPKPGAP 
451 RLQPPPNQRGLCSLAADGLWNQKILFEEQDLRKHGLDGEDVSAFLNMNIF 
50 1 QKD INCERYYS FIHLS FQEFFAAMYY I LDEGEGGAGPDQDVTRLLTEYAF 
551 SERSFLALTSRFLFGLLNEETRSHLEKSLCWKVSPHIKMDLLQWIQSKAQ 
601 SDGSTLQQGSLEFFSCLYEIQEEEFIQQALSHFQVIWSNIASKMEHMVS 
651 SFCLKRCRSAQVLHLYGATYSADGEDRARCSAGAHTLLVQLRPERTVLLD 
701 AYSEHLAAALCTNPNLIELSLYRNALGSRGVKLLCQGLRHPNCKLQNLRL 
751 KRCRISSSACEDLSAALIAJSIKNLTRMDLSGNGVGFPGMMLLCEGLRHPQC 
801 RLQMIQLRKCQLESGACQEMASVLGTNPHLVELDLTGNALEDLGLRLLCQ 
851 GLRHPVCRLRTLWLKICRLTAAACDELASTLSVNQSLRELDLSLNELGDL 
901 GVLLLCEGLRHPTCKLQTLRLGICRLGSAACEGLSWLQANHNLRELDLS 
951 FNDLGDWGLWLLAEGLQHPACRLQKLWLDSCGLTAKACENLYFTLGINQT 

1 001 LTDLYLTNNALGDTGVRLLCKRLSHPGCKLRVLWLFGMDLNKMTHSRLAA 

1051 LRVTKPYLDIGC (SEQ ID NO : 2 ) 
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1 ATTGGTGAGTGGGGCAGGGCAGGAGGGAACTGAAGAGTGAGAAAGCATTA 
51 TTTCAGCAAAAGGTCTTTCCTCCCTTGCTCACTCCTCCAACCACTGGCTC 
101 AGCCTCTCCGCCCGCTGCCTGTGAATGATGCAATGGAAGGTGTGCTGGGG 
151 TCGCCGTGTGTCCCGTGCATAGGAGCATCTCAGGCTCCAGGTCCTCTCCT 
20 1 TTGGGGCTTACGGCACCCCCATGCTACGAACCGCAGGCAGGGACGGCCTC 
251 TGTCGCCTGTCCACCTACTTGGAAGAACTCGAGGCTGTGGAACTGAAGAA 
30 1 GTTCAAGTTATACCTGGGGACCGCGACAGAGCTGGGAGAAGGCAAGATCC 
351 CCTGGGGAAGCATGGAGAAGGCCGGTCCCCTGGAAATGGCCCAGCTGCTC 
40 1 ATCACCCACTTCGGGCCAGAGGAGGCCTGGAGGTTGGCTCTCAGCACCTT 
451 TGAGCGGATAAAC AGGAAGGACCTGTGGGAGAGAGGACAGAGAGAGGACC 
501 TGGTGAGGGATACCCCACCTGGTGGCCCGTCCTCACTTGGGAACCAGTCA 
551 ACATGCCTTCTGGAAGTCTCTCTTGTCACTCCAAGAAAAGATCCCCAGGA 
601 AACCTACAGGGACTATGTCCGCAGGAAATTCCGGCTCATGGAAGACCGCA 
651 ATGCGCGCCTAGGGGAATGTGTCAACCTCAGCCACCGGTACACCCGGCTC 
70 1 CTGCTGGTGAAGGAGCACTCAAACCCCATGCAGGTCCAGCAGCAGCTTCT 
751 GGACACAGGCCGGGGACACGCGAGGACCGTGGGACACCAGGCTAGCCCCA 
801 TCAAGATAGAGACCCTCTTTGAGCCAGACGAGGAGCGCCCCGAGCCACCG 
85 1 CGCACCGTGGTCATGCAAGGCGCGGCAGGGATAGGCAAGTCCATGCTGGC 
90 1 ACACAAGGTGATGCTGGACTGGGCGGACGGGAAGCTCTTCCAAGGCAGAT 
951 TTGATTATCTCTTCTACATCAACTGCAGGGAGATGAACCAGAGTGCCACG 
1 001 GAATGCAGCATGCAAGACCTCATCTTCAGCTGCTGGCCTGAGCCCAGCGC 
1051 GCCTCTCCAGGAGCTCATCCGAGTTCCCGAGCGCCTCCTTTTCATCATCG 
1 101 ACGGCTTCGATGAGCTCAAGCCTTCTTTCCACGATCCTCAGGGACCCTGG 
1 1 51 TGCCTCTGCTGGGAGGAGAAACGGCCCACGGAGCTGCTTCTTAACAGCTT 
1 201 AATTCGGAAGAAGCTGCTCCCTGAGCTATCTTTGCTCATCACCACACGGC 
1 251 CCACGGCTTTGGAGAAGCTCCACCGTCTGCTGGAGCACCCCAGGCATGTG 
1 301 GAGATCCTGGGCTTCTCTGAGGCAGAAAGGAAGGAATACTTCTACAAGTA 
1 351 TTTCCACAATGCAGAGCAGGCGGGCCAAGTCTTCAATTACGTGAGGGACA 
1 401 ACGAGCCTCTCTTCACCATGTGCTTCGTCCCCCTGGTGTGCTGGGTGGTG 
1 451 TGTACCTGCCTCCAGCAGCAGCTGGAGGGTGGGGGGCTGTTGAGACAGAC 
1 501 GTCCAGGACCACCACTGCAGTGTACATGCTCTACCTGCTGAGTCTGATGC 
1 551 AACCCAAGCCGGGGGCCCCGCGCCTCCAGCCCCCACCCAACCAGAGAGGG 
1 601 TTGTGCTCCTTGGCGGCAGATGGGCTCTGGAATCAGAAAATCCTATTTGA 
1651 GGAGCAGGACCTCCGGAAGCACGGCCTAGACGGGGAAGACGTCTCTGCCT 
1 701 TCCTCAACATGAACATCTTCCAGAAGGACATCAACTGTGAGAGGTACTAC 
1751 AGCTTCATCCACTTGAGTTTCCAGGAATTCTTTGCAGCTATGTACTATAT 
1 801 CCTGGACGAGGGGGAGGGCGGGGCAGGCCCAGACCAGGACGTGACCAGGC 
1 851 TGTTGACCGAGTACGCGTTTTCTGAAAGGAGCTTCCTGGCACTCACCAGC 
1 901 CGCTTCCTGTTTGGACTCCTGAACGAGGAGACCAGGAGCCACCTGGAGAA 
1 951 GAGTCTCTGCTGGAAGGTCTCGCCGCACATCAAGATGGACCTGTTGCAGT 
2001 GGATCCAAAGCAAAGCTCAGAGCGACGGCTCCACCCTGCAGCAGGGCTCC 
2051 TTGGAGTTCTTCAGCTGCTTGTACGAGATCCAGGAGGAGGAGTTTATCCA 
2101 GCAGGCCCTGAGCCACTTCCAGGTGATCGTGGTCAGCAACATTGCCTCCA 
21 51 AGATGGAGCACATGGTCTCCTCGTTCTGTCTGAAGCGCTGCAGGAGCGCC 
220 1 CAGGTGCTGCACTTGTATGGCGCCACCTACAGCGCGGACGGGGAAGACCG 
2251 CGCGAGGTGCTCCGCAGGAGCGCACACGCTGTTGGTGCAGCTCAGACCAG 
2301 AGAGGACCGTTCTGCTGGACGCCTACAGTGAACATCTGGCAGCGGCCCTG 
2351 TGCACCAATCCAAACCTGATAGAGCTGTCTCTGTACCGAAATGCCCTGGG 
2401 CAGCCGGGGGGTGAAGCTGCTCTGTCAAGGACTCAGACACCCCAACTGCA 
2451 AACTTCAGAACCTGAGGCTGAAGAGGTGCCGCATCTCCAGCTCAGCCTGC 
2501 GAGGACCTCTCTGCAGCTCTCATAGCCAATAAGAATTTGACAAGGATGGA 
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255 1 TCTCAGTGGCAACGGCGTTGGATTCCCAGGCATGATGCTGCTTTGCGAGG 
260 1 GCCTGCGGCATCCCCAGTGCAGGCTGCAGATGATTCAGTTGAGGAAGTGT 
2651 CAGCTGGAGTCCGGGGCTTGTCAGGAGATGGCTTCTGTGCTCGGCACCAA 
2701 CCCACATCTGGTTGAGTTGGACCTGACAGGAAATGCACTGGAGGATTTGG 
2751 GCCTGAGGTTACTATGCCAGGGACTGAGGCACCCAGTCTGCAGACTACGG 
280 1 ACTTTGTGGCTGAAGATCTGCCGCCTCACTGCTGCTGCCTGTGACGAGCT 
285 1 GGCCTCAACTCTCAGTGTGAACCAGAGCCTGAGAGAGCTGGACCTGAGCC 
2901 TGAATGAGCTGGGGGACCTCGGGGTGCTGCTGCTGTGTGAGGGCCTCAGG 
2951 CATCCCACGTGCAAGCTCCAGACCCTGCGGTTGGGCATCTGCCGGCTGGG 
3001 CTCTGCCGCCTGTGAGGGTCTTTCTGTGGTGCTCCAGGCCAACCACAACC 
3051 TCCGGGAGCTGGACTTGAGTTTCAACGACCTGGGAGACTGGGGCCTGTGG 
31 01 TTGCTGGCTGAGGGGCTGCAACATCCCGCCTGCAGACTCCAGAAACTGTG 
3151 GTGGTTATTTGGGATGGACCTGAATAAAATGACCCACAGTAGGTTGGCAG 
3201 CGCTTCGAGTAACAAAACCTTATTTGGACATTGGCTGCTGAATGGTCCTA 
3251 TCTGCTGGCTCTCCCCTGAGATCTGGACAGAGGAAGATGGGAGGGTGCTC 
3301 ATCACCCCCCCAGCATAATGATCAGCCTCCTTCCTAGAGACAGACTCATG 
3351 CAGATTGAGATCAAAAGTCCCTCTGCTTGGGATCAAATTAATGTTTGACA 
3401 GAGCTGGCCAGGCGTGGTGGCTCATGTATGTAATCCTAGGACTTCGAGAG 
3451 GCCGAGGCAGGTGGATCACGAGGTCAGGAGTTTGAGATTAGCCTGGCCAA 
3501 GATGGTGAAACCCTGTCTCTACTAAAAATAAAAAAAAATTAGCCAGGAAA 
3551 AAAAAAAAAAAAA (SEQ ID NO : 3 ) 

FIG. 6E 



1 MLRTAGRDGLCRLSTYLEELEAVELKKFKLYLGTATELGEGKI PWGSMEK 
51 AGPLEMAQLLITHFGPEEAWRLALSTFERINRKDLWERGQREDLVRDTPP 
101 GGPSSLGNQSTCLLEVSLVTPRKDPQETYRDYVRRKFRLMEDRNARLGEC 
1 5 1 VNLSHRYTRLLLVKEHSNPMQVQQQLLDTGRGHARTVGHQAS PIKIETLF 
201 EPDEERPEPPRTWMQGAAGIGKSMLAHKVMLDWADGKLFQGRFDYLFYI 
251 NCREMNQSATECSMQDLIFSCWPEPSAPLQELIRVPERLLFI IDGFDELK 
301 PSFHDPQGPWCLCWEEKRPTELLLNSLIRKKLLPELSLLITTRPTALEKL 
351 HRLLEHPRHVEILGFSEAERKEYFYKYFHNAEQAGQVFNYVRDNEPLFTM 
401 CFVPLVCWWCTCLQQQLEGGGLLRQTSRTTTAVYMLYLLSLMQPKPGAP 
451 RLQPPPNQRGLCSLAADGLWNQKILFEEQDLRKHGLDGEDVSAFLNMNIF 
50 1 QKDI NCERYYS F I HLS FQEFFAAMYY I LDEGEGGAGPDQDVTRLLTE YAF 
551 SERSFLALTSRFLFGLLNEETRSHLEKSLCWKVSPHIKMDLLQWIQSKAQ 
601 SDGSTLQQGSLEFFSCLYEIQEEEFIQQALSHFQVI WSNIASKMEHMVS 
651 S FCLKRCRS AQVLHLYGATY S ADGEDRARC S AGAHTLLVQLRPERT VLLD 
701 AYSEHLAAALCTNPNLIELSLYRNALGSRGVKLLCQGLRHPNCKLQNLRL 
751 KRCRISSSACEDLSAALIANKNLTRMDLSGNGVGFPGMMLLCEGLRHPQC 
801 RLQMIQLRKCQLESGACQEr4ASVLGTNPHLVELDLTGNALEDLGLRLLCQ 
851 GLRHPVCRLRTLWLKICRLTAAACDELASTLSVNQSLRELDLSLNELGDL 
901 GVLLLCEGLRHPTCKLQTLRLGICRLGSAACEGLSWLQANHNLRELDLS 
951 FNDLGDWGLWLLAEGLQHPACRLQKLWWLFGMDLNKMTHSRLAALRVTKP 
1001 YLDIGC (SEQ ID NO : 4 ) 
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1 ATTGGTGAGTGGGGCAGGGCAGGAGGGAACTGAAGAGTGAGAAAGCATTA 
51 TTTCAGCAAAAGGTCTTTCCTCCCTTGCTCACTCCTCCAACCACTGGCTC 
101 AGCCTCTCCGCCCGCTGCCTGTGAATGATGCAATGGAAGGTGTGCTGGGG 
1 51 TCGCCCTGTGTCCCGTGCATAGGAGCATCTCAGCCTCCAGGTCCTCTCCT 
20 1 TTGGGGCTTACGGCACCCCCATGCTACGAACCGCAGGCAGGGACGGCCTC 
25 1 TGTCGCCTGTCCACGTACTTGGAAGAACTCGAGGCTGTGGAACTGAAGAA 
301 GTTCAAGTTATACCTGGGGACCGCGACAGAGCTGGGAGAAGGCAAGATCC 
351 CCTGGGGAAGCATGGAGAAGGCCGGTCCCCTGGAAATGGCCCAGCTGCTC 
40 1 ATCACCGACTTCGGGCCAGAGGAGGCCTGGAGGTTGGCTCTCAGCACCTT 
451 TGAGCGGATAAACAGGAAGGACGTGTGGGAGAGAGGACAGAGAGAGGACC 
501 TGGTGAGGGATACCCCACCTGGTGGCCCGTCCTCACTTGGGAACCAGTCA 
55 1 ACATGCCTTCTGGAAGTCTCTCTTGTCACTCCAAGAAAAGATCCCCAGGA 
60 1 AACCTACAGGGACTATGTCCGCAGGAAATTCCGGCTCATGGAAGACCGCA 
651 ATGCGCGCCTAGGGGAATGTGTCAACCTCAGCCACCGGTACACCCGGCTC 
701 CTGCTGGTGAAGGAGCACTCAAACCGCATGCAGGTCCAGCAGCAGCTTCT 
751 GGACACAGGCCGGGGACACGCGAGGACCGTGGGACACCAGGCTAGCCCCA 
801 TCAAGATAGAGACCCTCTTTGAGCCAGACGAGGAGCGCCCCGAGCCACCG 
851 CGCACCGTGGTCATGCAAGGCGCGGCAGGGATAGGCAAGTCCATGCTGGC 
901 ACAGAAGGTGATGCTGGACTGGGCGGACGGGAAGCTCTTCCAAGGCAGAT 
95 1 TTGATTATCTCTTCTACATCAACTGCAGGGAGATGAACCAGAGTGCCACG 
1001 GAATGCAGCATGGAAGACCTCATCTTCAGCTGCTGGCCTGAGCCCAGCGC 
1 051 GCCTCTCCAGGAGCTCATCCGAGTTCCCGAGCGCCTCCTTTTCATCATCG 
1101 ACGGCTTCGATGAGCTCAAGCCTTCTTTCCACGATCCTCAGGGACCCTGG 
1 1 51 TGCCTCTGCTGGGAGGAGAAACGGCCCACGGAGCTGCTTCTTAACAGCTT 
1 201 AATTCGGAAGAAGCTGCTCCCTGAGCTATCTTTGCTCATCACCACACGGC 
1 251 CCACGGCTTTGGAGAAGCTCCACCGTCTGCTGGAGCACCCCAGGCATGTG 
1 301 GAGATCCTGGGCTTCTCTGAGGCAGAAAGGAAGGAATACTTCTACAAGTA 
1 351 TTTCCACAATGCAGAGCAGGCGGGCCAAGTCTTGAATTACGTGAGGGACA 
1 40 1 ACGAGCCTCTCTTCACCATGTGCTTCGTCCCCCTGGTGTGCTGGGTGGTG 
1 451 TGTACCTGCCTCCAGCAGCAGCTGGAGGGTGGGGGGCTGTTGAGACAGAC 
1 501 GTCCAGGACCACGACTGCAGTGTACATGCTCTACCTGCTGAGTCTGATGC 
1 551 AACCCAAGCCGGGGGCCCCGCGCCTCCAGCCCCCACCCAACCAGAGAGGG 
1 601 TTGTGCTCCTTGGCGGCAGATGGGCTCTGGAATCAGAAAATCCTATTTGA 
1 651 GGAGCAGGACCTCCGGAAGCACGGCCTAGACGGGGAAGACGTCTCTGCCT 
1 701 TCCTCAACATGAACATCTTCCAGAAGGACATCAACTGTGAGAGGTACTAC 
1 751 AGCTTCATCCACTTGAGTTTCCAGGAATTCTTTGCAGCTATGTACTATAT 
1 801 CCTGGACGAGGGGGAGGGCGGGGCAGGCCCAGACCAGGACGTGACCAGGC 
1 851 TGTTGACCGAGTACGCGTTTTCTGAAAGGAGCTTCCTGGCACTCACCAGC 
1 901 CGCTTCCTGTTTGGACTCCTGAACGAGGAGACCAGGAGCCACCTGGAGAA 
1 951 GAGTCTCTGCTGGAAGGTCTCGCCGCACATCAAGATGGACCTGTTGCAGT 
2001 GGATCCAAAGCAAAGCTCAGAGCGACGGCTCCACCCTGCAGCAGGGCTCC 
2051 TTGGAGTTCTTCAGCTGCTTGTACGAGATCCAGGAGGAGGAGTTTATCCA 
2101 GCAGGCCCTGAGCCACTTCCAGGTGATCGTGGTCAGCAACATTGCCTCCA 
2151 AGATGGAGCACATGGTCTCCTCGTTCTGTCTGAAGCGCTGCAGGAGCGCC 
220 1 CAGGTGCTGCACTTGTATGGCGCCACCTACAGCGCGGACGGGGAAGACCG 
2251 CGCGAGGTGCTCCGCAGGAGCGCACACGCTGTTGGTGCAGCTCAGACCAG 
2301 AGAGGACCGTTCTGCTGGACGCCTACAGTGAACATCTGGCAGCGGCCCTG 
2351 TGCACCAATCCAAACCTGATAGAGCTGTCTCTGTACCGAAATGCCCTGGG 
240 1 CAGCCGGGGGGTGAAGCTGCTCTGTCAAGGACTCAG AC ACCCCAACTGCA 
2451 AACTTCAGAACCTGAGGCTGAAGAGGTGCCGCATCTCCAGCTCAGCCTGC 
250 1 GAGGACCTCTCTGCAGCTCTCATAGCCAATAAG AATTTGACAAGGATGGA 
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2551 TCTCAGTGGCAACGGCGTTGGATTCCCAGGCATGATGCTGCTTTGCGAGG 
2601 GCCTGCGGCATCCCCAGTGCAGGCTGCAGATGATTCAGTTGAGGAAGTGT 
2651 CAGCTGGAGTCCGGGGCTTGTCAGGAGATGGCTTCTGTGCTCGGCACCAA 
270 1 CCCACATCTGGTTGAGTTGGACCTGACAGGAAATGCACTGGAGGATTTGG 
2751 GCCTGAGGTTACTATGCCAGGGACTGAGGCACCCAGTCTGCAGACTACGG 
280 1 ACTTTGTGGCTGTGGCTGGATAGCTGTGGCCTCACAGCCAAGGCTTGTGA 
2851 GAATCTTTACTTCACCCTGGGGATCAACCAGACCTTGACCGACCTTTACC 
290 1 TGACCAACAACGCCGTAGGGGACACAGGTGTCCGACTGCTTTGCAAGCGG 
2951 CTGAGCCATCCTGGCTGCAAACTCCGAGTCCTCTGGTTATTTGGGATGGA 
300 1 CCTGAATAAAATGACCCACAGTAGGTTGGCAGCGCTTCGAGTAACAAAAC 
3051 CTTATTTGGACATTGGCTGCTGAATGGTCCTATCTGCTGGCTCTCCCCTG 
3101 AGATCTGGACAGAGGAAGATG'GGAGGGTGCTCATCACCCCCCCAGCATAA 
3151 TGATCAGCCTCCTTCCTAGAGACAGACTCATGCAGATTGAGATCAAAAGT 
320 1 CCCTCTGCTTGGGATCAAATTAATGTTTGACAGAGCTGGCCAGGCGTGGT 
3251 GGCTCATGTATGTAATCCTAGCACTTCGAGAGGCCGAGGCAGGTGGATCA 
330 1 CGAGGTCAGGAGTTTGAGATTAGCCTGGCCAAGATGCTGAAACCCTGTCT 
3351 CTACTAAAAATAAAAAAAAATTAGCCAGGAAAAAAAAAAAAAAAA 
(SEQ ID NO: 5) 

FIG. 6H 



1 MLRTAGRDGLCRLSTYLEELEAVELKKFKLYLGTATELGEGKI PWGSMEK 

51 AGPLEMAQLLITHFGPEEAWRLALSTFERINRKDLWERGQREDLVRDTPP 

101 GGPSSLGNQSTCLLEVSLVTPRKDPQETYRDYVRRKFRLMEDRNARLGEC 

151 VNLSHRYTRLLLVKEHSNPMQVQQQLLDTGRGHARTVGHQASPIKIETLF 

201 E PDEERPE P PRT WMQGAAG I GKSMLAHKVMLDWADGKLFQGRFD YL F Y I 

251 NCREMNQSATECSMQDLIFSCWPEPSAPLQELIRVPERLLFI IDGFDELK 

301 PSFHDPQGPWCLCWEEKRPTELLLNSLIRKKLLPELSLLITTRPTALEKL 

351 HRLLEHPRHVEILGFSEAERKEYFYKYFHNAEQAGQVFNYVRDNEPLFTM 

40 1 C FVPL VCW WCTCLQQQLEGGGLLRQTSRTTTAVYML YLL S LMQ PKPGAP 

451 RLQPPPNQRGLCSLAADGLWNQKILFEEQDLRKHGLDGEDVSAFLNMNIF 

501 QKDINCERYYSFIHLiSFQEFFAAMYYILDEGEGGAGPDQDVTRLLTEYAF 

551 SERSFLALTSRFLFGLLNEETRSHLEKSLCWKVSPHIKMDLLQWIQSKAQ 

601 SDGSTLQQGSLEFFSCLYEIQEEEFIQQALSHFQVIWSNIASKMEHMVS 

651 SFCLKRCRSAQVLHLYGATYSADGEDRARCSAGAHTLLVQLRPERTVLLD 

701 AYSEHLAAALCTNPNLIELSLYRNALGSRGVKLLCQGLRHPNCKLQNLRL 

751 KRCRISSSACEDLSAALIANKNLTRMDLSGNGVGFPGMMLLCEGLRHPQC 

801 RLQMIQLRKCQLESGACQEMASVLGTNPHLVELDLTGNALEDLGLRLLCQ 

851 GLRHPVCRLRTLWLWLDSCGLTAKACENLYFTLGINQTLTDLYLTNNALG 

901 DTGVRLLCKRLSHPGCKLRVLWLFGMDLNKMTHSRLAALRVTKPYLDIGC 
(SEQ ID NO: 6) 
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1 ATTGGTGAGTGGGGCAGGGCAGGAGGGAACTGAAGAGTGAGAAAGCATTA 
51 TTTCAGCAAAAGGTCTTTCCTCCCTTGCTCACTCCTCCAACCACTGGCTC 
1 0 1 AGCCTCTCCGCCCGCTGCCTGTGAATGATGCAATGGAAGGTGTGCTGGGG 
1 5 1 TCGCCCTGTGTCCCGTGCATAGGAGCATCTCAGCCTCCAGGTCCTCTCCT 
20 1 TTGGGGCTTACGGCACCCCCATGCTACGAACCGCAGGCAGGGACGGCCTC 
251 TGTCGCCTGTCCACCTACTTGGAAGAACTCGAGGCTGTGGAACTGAAGAA 
30 1 GTTCAAGTTATACCTGGGGACCGCGACAGAGCTGGGAGAAGGCAAGATCC 
35 1 CCTGGGGAAGCATGGAGAAGGCCGGTCCCCTGGAAATGGCCCAGCTGCTC 
40 1 ATCACCCACTTCGGGCCAGAGGAGGCCTGGAGGTTGGCTCTCAGCACCTT 
451 TGAGCGGATAAACAGGAAGGACCTGTGGGAGAGAGGACAGAGAGAGGACC 
501 TGGTGAGGGATACCCCACCTGGTGGCCCGTCCTCACTTGGGAACCAGTCA 
551 ACATGCCTTCTGGAAGTCTCTCTTGTCACTCCAAGAAAAGATCCCCAGGA 
60 1 AACCTACAGGGACTATGTCCGCAGGAAATTCCGGCTCATGGAAGACCGCA 
65 1 ATGCGCGCCTAGGGGAATGTGTCAACCTCAGCCACCGGTACACCCGGCTC 
701 CTGCTGGTGAAGGAGCACTCAAACCCCATGCAGGTCCAGCAGCAGCTTCT 
75 1 GGACACAGGCCGGGGACACGCGAGGACCGTGGGACACCAGGCTAGCCCCA 
801 TCAAGATAGAGACCCTCTTTGAGCCAGACGAGGAGCGCCCCGAGCCACCG 
851 CGCACCGTGGTCATGCAAGGCGCGGCAGGGATAGGCAAGTCCATGCTGGC 
90 1 ACACAAGGTGATGCTGGACTGGGCGGACGGGAAGCTCTTCCAAGGCAGAT 
951 TTGATTATCTCTTCTACATCAACTGCAGGGAGATGAACCAGAGTGCCACG 
1 001 GAATGCAGCATGCAAGACCTCATCTTCAGCTGCTGGCCTGAGCCCAGCGC 
1 051 GCCTCTCCAGGAGCTCATCCGAGTTCCCGAGCGCCTCCTTTTCATCATCG 
1 101 ACGGCTTCGATGAGCTCAAGCCTTCTTTCCACGATCCTCAGGGACCCTGG 
1 151 TGCCTCTGCTGGGAGGAGAAACGGCCCACGGAGCTGCTTCTTAACAGCTT 
1 201 AATTCGGAAGAAGCTGCTCCCTGAGCTATCTTTGCTCATCACCACACGGC 
1 251 CCACGGCTTTGGAGAAGCTCCACCGTCTGCTGGAGCACCCCAGGCATGTG 
1 301 GAGATCCTGGGCTTCTCTGAGGCAGAAAGGAAGGAATACTTCTACAAGTA 
1351 TTTCCACAATGCAGAGCAGGCGGGCCAAGTCTTCAATTACGTGAGGGACA 
1 40 1 ACGAGCCTCTCTTCACCATGTGCTTCGTCCCCCTGGTGTGCTGGGTGGTG 
1451 TGTACCTGCCTCCAGCAGCAGCTGGAGGGTGGGGGGCTGTTGAGACAGAC 
1 501 GTCCAGGACCACCACTGCAGTGTACATGCTCTACCTGCTGAGTCTGATGC 
1 551 AACCCAAGCCGGGGGCCCCGCGCCTCCAGCCCCCACCCAACCAGAGAGGG 
1 601 TTGTGCTCCTTGGCGGCAGATGGGCTCTGGAATCAGAAAATCCTATTTGA 
1651 GGAGCAGGACCTCCGGAAGCACGGCCTAGACGGGGAAGACGTCTCTGCCT 
1 701 TCCTCAACATGAACATCTTCCAGAAGGACATCAACTGTGAGAGGTACTAC 
1 751 AGCTTCATCCACTTGAGTTTCCAGGAATTCTTTGCAGCTATGTACTATAT 
1 801 CCTGGACGAGGGGGAGGGCGGGGCAGGCCCAGACCAGGACGTGACCAGGC 
1 851 TGTTGACCGAGTACGCGTTTTCTGAAAGGAGCTTCCTGGCACTCACCAGC 
1 901 CGCTTCCTGTTTGGACTCCTGAACGAGGAGACCAGGAGCCACCTGGAGAA 
1 951 GAGTCTCTGCTGGAAGGTCTCGCGGCACATCAAGATGGACCTGTTGCAGT 
2001 GGATCCAAAGCAAAGCTCAGAGCGACGGCTCCACCCTGCAGCAGGGCTCC 
2051 TTGGAGTTCTTCAGCTGCTTGTACGAGATCCAGGAGGAGGAGTTTATCCA 
2101 GCAGGCCCTGAGCCACTTCCAGGTGATCGTGGTCAGCAACATTGCCTCCA 
2151 AGATGGAGCACATGGTCTCCTCGTTCTGTCTGAAGCGCTGCAGGAGCGCC 
220 1 CAGGTGCTGCACTTGTATGGCGCCACCTACAGCGCGGACGGGGAAGACCG 
2251 CGCGAGGTGCTCCGCAGGAGCGCACACGCTGTTGGTGCAGCTCAGACCAG 
230 1 AGAGGACCGTTCTGCTGGACGCCTACAGTGAACATCTGGCAGCGGCCCTG 
2351 TGCACCAATCCAAACCTGATAGAGCTGTCTCTGTACCGAAATGCCCTGGG 
240 1 CAGCCGGGGGGTGAAGCTGCTCTGTCAAGGACTCAGACACCCCAACTGCA 
24 5 1 AACTTCAGAACCTGAGGCTGAAGAGGTGCCGCATCTCCAGCTCAGCCTGC 
250 1 GAGGACCTCTCTGCAGCTCTCATAGCCAATAAGAATTTGACAAGGATGGA 
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2551 TCTCAGTGGCAACGGCGTTGGATTCCCAGGCATGATGCTGCTTTGCGAGG 
2601 GCCTGCGGCATCCCCAGTGCAGGCTGCAGATGATTCAGTTGAGGAAGTGT 
2651 CAGCTGGAGTCCGGGGCTTGTCAGGAGATGGCTTCTGTGCTCGGCACCAA 
2701 CCCACATCTGGTTGAGTTGGACCTGACAGGAAATGCACTGGAGGATTTGG 
2751 GCCTGAGGTTACTATGCCAGGGACTGAGGCACCCAGTCTGCAGACTACGG 
2801 ACTTTGTGGTGGTTATTTGGGATGGACCTGAATAAAATGACCCACAGTAG 
2851 GTTGGCAGCGCTTCGAGTAACAAAACCTTATTTGGACATTGGCTGCTGAA 
2901 TGGTCCTATCTGCTGGCTCTCCCCTGAGATCTGGACAGAGGAAGATGGGA 
2951 GGGTGCTCATCACCCCCCCAGCATAATGATCAGCCTCCTTCCTAGAGACA 
3001 GACTCATGCAGATTGAGATCAAAAGTCCCTCTGCTTGGGATCAAATTAAT 
3051 GTTTGACAGAGCTGGCCAGGCGTGGTGGCTCATGTATGTAATCCTAGCAC 
3101 TTCGAGAGGCCGAGGCAGGTGGATCACGAGGTCAGGAGTTTGAGATTAGC 
31 51 CTGGCCAAGATGGTGAAACCCTGTCTCTACTAAAAATAAAAAAAAATTAG 
3201 CCAGGAAAAAAAAAAAAAAAA (SEQ ID NO: 7) 



FIG. 6K 



1 MLRTAGRDGLCRLSTYLEELEAVELKKFKLYLGTATELGEGKI PWGSMEK 
51 AGPLEMAQLLITHFGPEEAWRLALSTFERINRKDLWERGQREDLVRDTPP 
1 01 GGPSSLGNQSTCLLEVSLVTPRKDPQETYRDYVRRKFRLMEDRNAR-LGEC 
1 51 VNLSHRYTRLLLVKEHSNPMQVQQQLLDTGRGHARTVGHQASPIKIETLF 
201 EPDEERPEPPRTVVMQGAAGIGKSMLAHKVMLDWADGKLFQGRFDYLFYI 
251 NCREMNQSATECSMQDLIFSCWPEPSAPLQELIRVPERLLFI IDGFDELK 
301 PSFHDPQGPWCLCWEEKRPTELLLNSLIRKKLLPELSLLITTRPTALEKL 
351 HRLLEHPRHVEILGFSEAERKEYFYKYFHNAEQAGQVFNYVRDNEPLFTM 
401 CFVPLVCWWCTCLQQQLEGGGLLRQTSRTTTAVYMLYLLSLMQPKPGAP 
451 RLQPPPNQRGLCSLAADGLWNQKILFEEQDLRKHGLDGEDVSAFLNN1NIF 
501 QKDINCERYYSFIHLSFQEFFAAMYYILDEGEGGAGPDQDVTRLLTEYAF 
551 SERSFIJ^LTSRFLFGLLNEETRSHLEKSLCWKVSPHIKMDLLQWIQSKAQ 
601 SDGSTLQQGSLEFFSCLYEIQEEEFIQQALSHFQVIWSNIASKMEHMVS 
651 SFCLKRCRSAQVLHLYGATYSADGEDRARCSAGAHTLLVQLRPERTVLLD 
701 AYSEHLAAALCTNPNLIELSLYRNALGSRGVKLLCQGLRHPNCKLQNLRL 
751 KRCRISSSACEDLSAALIANKNLTRMDLSGNGVGFPGMMLLCEGLRHPQC 
80 1 RLQM I QLRKCQLE SGACQEMAS VLGTNPHLVELDLTGNALEDLGLRLLCQ 
851 GLRHPVCRLRTLWWLFGMDLNKMTHSRLAALRVTKPYLDIGC 
(SEQ ID NO: 8) 
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1 ATGTTGCCGTCTACAGCCAGGGATGGCCTCTATCGACTGTCTACCTACCT 
5 1 GGAAGAACTCGAGGCTGGGGAACTGAAGAAATTCAAATTATTCCTGGGGA 
101 TTGCAGAGGACCTGAGCCAGGACAAAATTCCCTGGGGACGAATGGAGAAG 
151 GCTGGTCCTCTGGAAATGGCTCAGCTGATGGTGGCCCACATGGGGACAAG 
20 1 GGAGGCTTGGCTTCTGGCTCTCAGCACCTTTCAGAGGATTCACAGGAAGG 
251 ACCTGTGGGAGCGAGGACAGGGAGAAGACCTGGTGAGGGGTAAGGAGGGC 
30 1 AAGGGAGATCTACAGACAACCTACAAAGACTATGTCCGAAGGAAATTCCA 
35 1 GCTAATGGAAGACCGCAATGCACGATTAGGCGAATGTGTGAACCTGAGCA 
401 ATCGTTACACTCGGCTTCTCCTAGTAAAAGAACACTCAAATCCTATCTGG 
45 1 ACACAGCAGAAATTTGTAGATGTAGAGTGGGAACGCTCCAGAACCAGGCG 
501 TCACCAGACTAGTCCTATCCAAATGGAGACCCTCTTTGAGCCAGACGAAG 
551 AACGCCCCGAGCCACCACACACAGTGGTATTACAAGGGGCAGCGGGGATG 
601 GGGAAGTCCATGCTGGCCCACAAAGTGATGTTGGACTGGGCCGATGGGAG 
651 GCTCTTCCAAGGCCGGTTTGATTATGTCTTCTATATCAGCTGCAGGGAGT 
70 1 TGAATAGAAGCCACACCCAGTGCAGTGTACAAGACCTCATCTCCAGCTGC 
751 TGGCCGGAGCGTGGTATATCCCTCGAAGACCTCATGCAGGCTCCTGACCG 
801 TCTCCTATTCATCATTGATGGCTTCGATAAACTCCATCCTTCTTTCCATG 
85 1 ATGCTCAGGGTCCCTGGTGCCTCTGCTGGGAGGAGAAA-CAACCTACTGAA 
90 1 GTCCTCCTCGGAAGTCTGATTCGGAGGTTGCTTCTGCCCCAGGTCTCTCT 
95 1 GCTCATCACCACACGACCCTGTGCACTGGAGAAGCTGCACGGCTTGCTAG 
1 001 AACACCCCAGGCACGTGGAGATCCTGGGCTTCTCCGAGGAAGCTAGGAAG 
1051 GAATATTTCTACAGATATTTCCACAACACTGGACAAGCAAGCCGGGTGTT 
1 101 AAGCTTCTTGATGGACTATGAGCCCCTCTTTACCATGTGTTTTGTTCCCA 
1151 TGGTGTCCTGGGTGGTCTGCACCTGCCTAAAGCAGCAGCTGGAAAGTGGG 
1 201 GAGCTTTTAAGACAAACACCTAGGACCACCACAGCTGTTTATATGTTCTA 
1 251 CCTTCTGAGCCTGATGCAGCCCAAGCCAGGGACTCCAACCTTCAAAGTCC 
1 301 CAGCCAACCAGAGAGGCCTGGTCTCTCTGGCTGCAGAGGGCCTCTGGAAT 
1 351 CAGAAGATTCTATTTGATGAACAGGATCTTGGGAAACACGGCCTAGATGG 
1401 AGCAGATGTGTCCACTTTCCTCAACGTGAACATATTCCAGAAGGGTATCA 
1451 AATGTGAGAAATTCTACAGCTTCATCCACCTGAGTTTCCAGGAATTCTTC 
1 501 GCAGCCATGTACTGTGCACTGAATGGCAGAGAGGCGGTGAGGAGAGCGCT 
1 551 GGCTGAGTATGGTTTTTCGGAAAGGAACTTCTTGGCCCTCACGGTCCACT 
1 601 TTCTGTTTGGCCTCCTCAACGAAGAGATGAGATGCTACCTTGAGAGGAAT 
1 651 CTCGGCTGGAGCATCTCCCCTCAGGTGAAGGAGGAAGTGTTGGCATGGAT 
1 701 CCAAAACAAGGCTGGGAGTGAAGGCTCCACCCTGCAGCATGGCTCCCTGG 
1 751 AGCTACTCAGCTGCTTGTATGAGGTCCAGGAGGAGGACTTCATCCAGCAG 
1 80 1 GCCCTGAGCCACTTTCAAGTGGTTGTAGTCAGAAGCATCTCAACAAAGAT 
1 851 GGAGCACATGGTCTGCTCGTTTTGTGCGAGGTATTGCAGAAGTACAGAAG 
1 901 TGCTTCACTTGCATGGGAGTGCTTATAGTACAGGCATGGAGGACGACCCA 
1 951 CCAGAACCTTCAGGAGTCCAGACTCAGTCCACATACTTACAGGAAAGGAA 
200 1 CATGCTGCCTGATGTCTACAGTGCATACCTTTCAGCAGCTGTCTGTACCA 
2051 ACTCCAACCTGATCGAGCTGGCCTTATACCGAAATGCCTTGGGCAGCCAG 
2101 GGTGTAAGGCTGCTCTGTCAAGGCCTCCGACATGCCAGCTGCAAGCTGCA 
2151 GAACCTGAGGCTGAAGAGGTGTCAGATCTCCGGATCAGCCTGCCAGGACC 
2201 TCGCAGCCGCTGTCATCGCCAACAGGAATTTAATCAGGCTGGACCTCAGT 
2251 GACAACAGCATTGGGGTGCCAGGCCTGGAGCTGCTCTGTGAGGGGCTGCA 
2301 GCACCCCAGGTGTAGGCTGCAGATGATCCAGCTGAGGAAGTGTCTGTTGG 
2351 AGGCTGCAGCTGGCCGATCCCTGGCTTCTGTTCTCAGCAACAACTCATAT 
2401 CTGGTAGAACTGGATCTGACAGGAAACCCCTTGGAAGATTCGGGGCTGAA 
2451 GTTACTGTGTCAAGGGCTAAGGCACCCTGTCTGCAGGCTGCGTACCCTGT 
2501 GGCTGAAGATCTGCCACCTTGGACAAGCTTCCTGCGAAGATCTGGCCTCT 
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2551 ACTCTCAAAATGAACCAGAGCCTGCTGGAGCTGGACCTGGGTCTGAATGA 

2601 TCTTGGAGATTCTGGGGTGCTTCTGCTGTGTGAAGGCCTCAGTCATCCAG 

2651 ATTGCAAACTCCAGACCCTTCGGTTGGGCATTTGCCGACTGGGCTCAGTC 

2701 GCGTGTGTGGGGATCGCCAGTGTGCTCCAGGTCAACACATGCCTCCAAGA 

2751 GCTGGACCTGAGCTTCAATGACTTGGGAGACAGGGGCCTGCAGCTGCTGG 

280 1 GGGAAGGCCTGAGGCACCAGACCTGCAGACTCCAGAAGCTGTGGCTGGAC 

2851 AACTGCGGACTCACCTCCAAAGCATGTGAGGACCTTTCTTCTATCCTGGG 

290 1 AATCAGCCAGACCCTGCATGAGCTTTATTTGACCAATAATGCTCTGGGGG 

2951 ACACAGGTGTCTGTCTGCTGTGCAAGAGGCTGAGGCATCCAGGCTGCAAG 

300 1 CTTCGAGTCCTGTGGCTGTTTGGGATGGACCTGAATAAAAAGACTCACAG 

305 1 GAGGATGGCAGCACTTCGAGTCACAAAACCGTACCTGGATATTGGGTGTT 

3101 GA (SEQ ID NO: 9) 
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1 MLPSTARDGLYRLSTYLEELEAGELKKFKLFLGIAEDLSQDKIPWGRMEK 
51 AGPLE^4AQLMVAHMGTREAWLLALSTFQRIHRKDLWERGQGEDLVRGKEG 
101 KGDLQTTYKDYVRRKFQLMEDRNARLGECVNLSNRYTRLLLVKEHSNPIW 
151 TQQKFVDVEWERSRTRRHQTSPIQMETLFEPDEERPEPPHTWLQGAAGM 
201 GKSMLAHKVMLDWADGRLFQGRFDYVFYI SCRELNRSHTQCSVQDL I S SC 
251 WPERGISLEDLMQAPDRLLFI IDGFDKLHPSFHDAQGPWCLCWEEKQPTE 
301 VLLGSLIRRLLLPQVSLLITTRPCALEKLHGLLEHPRHVEILGFSEEARK 
351 EYFYRYFHNTGQASRVLSFLMDYEPLFTiMCFVPMVSWWCTCLKQQLESG 
401 ELLRQTPRTTTAVYMFYLLSLMQPKPGTPTFKVPANQRGLVSLAAEGL.WN 
451 QKILFDEQDLGKHGLDGADVSTFLNVNIFQKGIKCEKFYSFIHLSFQEFF 
501 AAMYCALNGREAVRRALAEYGFSERNFLALTVHFLFGLLNEEMRCYLERN 
55 1 LGWS I S PQVKEEVLAWI QNKAGS EGSTLQHGSLELLSCL YEVQEEDF I QQ 
601 ALSHFQWWRS I STKMEHMVCS FCARYCRSTEVLHLHGSAYSTGMEDDP 
651 PEPSGVQTQSTYLQERNMLPDVYSAYLSAAVCTNSNLIELALYRNALGSQ 
701 GVRLLCQGLRHASCKLQNLRLKRCQISGSACQDLAAAVIANRNLIRLDLS 
751 DNSIGVPGLELLCEGLQHPRCRLQMIQLRKCLLEAAAGRSLASVLS3STNSY 
801 LVELDLTGNPLEDSGLKLLCQGLRH PVCRLRTLWLKICHLGQASCEDLAS 
851 TLKMNQSLLELDLGLNDLGDSGVLLLCEGLSHPDCKLQTLRLGICRLGSV 
901 ACVGIASVLQVNTCLQELDLSFNDLGDRGLQLLGEGLRHQTCRLQKLWLD 
951 NCGLTSKACEDLSSILGISQTLHELYLTNNALGDTGVCLLCKRLRHPGCK 
1001 LRVLWLFGMDLNKKTHRRMAALRVTKPYLDIGC (SEQ ID NO : 1 0 ) 

FIG. 18C 



29/68 



WO 2004/034093 



10/511989 

Rec , dPCT/PTO21OCT20fl4 

PCT/US2003/013562 



250 n 



X 

a 



^ 200 

o 



LU 

C/5 



Q 
LU 



150 



100- 



cd 50 
O 



0 



■EL 



CM 

LU LU 

GO CO 
3 Z) 

oo 



CO 
LU 



LU 
Q_ 



lu 

LU _J 
Q_ CL 



OO 



co 



>- 
LU 



(X 
LU 



OO 
CZ (Z 

22 

LU LU 

OO 

CO DO 



_ 700 
S 5 600 
N g 500 -I 
iv 400 - 
3 < 300 - 
a: o 200 
2 2 100 
z 0 



OJ 
—J 
CL 

i 

co 

LL 

a: 

LU 
CL 



cz a: 

LU LU 

CL CL 
i i 

C£ ^ 
00 



U- LL. 

CZ cz 

LU LU 

CL Q_ 
i i 

CZ o 
ljjqzjZj 



a: cr 

LU LU 

CL CL 
i i 

\- > 

LU 



LU LL 

cz a: 
LU lu 

LU 



SE 



CO 
3 



ce 

LU 

a. 

LU 
LU 
-J 
CL 
CO 



LL U nr-COr- t 

C£ £T LU co °° — \ 

luluS t® 1 SS LU 
coco 5 

COS 

Pi 



T- O 

^ CO 
~> CD 



CO 



LL CO 



CO 
CNJ 

< 



OO 



LU LU 
LU LU 
— I —I 
CL CL 

CO CO 



LU 
CO 



FIG. 19 



mm 





NAIVE 



TUMOR REMOVED 



SPLEEN BEARING TUMOR 



FIG. 20 

30/68 



10/511989 

WO 2004/034093 PCT/US2003/0 13562 

Rec 9 £fPCT/WO21OCT2004 

1 ATGGCAGATTCATCATCATCTTCTTTCTTTCCTGATTTTGGGCTGCTATT 
5 1 GTATTTGGAGGAGCTAAACAAAGAGGAATTAAATACATTCAAGTTATTCC 
101 TAAAGGAGACCATGGAACCTGAGCATGGCCTGACACCCTGGAATGAAGTG 
151 AAGAAGGCCAGGCGGGAGGACCTGGCCAATTTGATGAAGAAATATTATCC 
20 1 AGGAGAGAAAGCCTGGAGTGTGTCTCTCAAAATCTTTGGCAAGATGAACC 
251 TGAAGGATCTGTGTGAGAGAGCGAAAGAAGAGATCAACTGGTCGGCCCAG 
30 1 ACTATAGGACCAGATGATGCCAAGGCTGGAGAGACACAAGAAGATCAGGA 
351 GGCAGTGCTGGGTGATGGAACAGAATACAGAAATAGAATAAAGGAAAAAT 
401 TTTGCATCACTTGGGACAAGAAGTCTTTGGCTGGAAAGCCTGAAGATTTC 
45 1 CATCATGGAATTGCAGAGAAAGATAGAAAACTGTTGGAACACTTGTTCGA 
50 1 TGTGGATGTCAAAACCGGTGCACAGCCACAGATCGTGGTGCTTC AGGGAG 
55 1 CTGCTGGAGTTGGGAAAACAACCTTGGTGAGAAAGGCAATGTTAGATTGG 
60 1 GCAGAGGGCAGTCTCTACCAGCAGAGGTTTAAGTATGTTTTTTATCTCAA 
65 1 TGGGAGAGAAATTAACCAGCTGAAAGAGAGAAGCTTTGCTCAATTGATAT 
70 1 CAAAGGACTGGCCCAGCACAGAAGGCCCCATTGAAGAAATCATGTACCAG 
751 CCAAGTAGCCTCTTGTTTATTATTGACAGTTTCGATGAACTGAACTTTGC 
801 CTTTGAAGAACCTGAGTTTGCACTGTGCGAAGACTGGACCCAAGAACACC 
851 CAGTGTCCTTCCTCATGAGTAGTTTGCTGAGGAAAGTGATGCTCCCTGAG 
90 1 GCATCCTTATTGGTGACAACAAGACTCACAACTTCTAAGAGACTAAAGCA 
951 GTTGTTGAAGAATCACCATTATGTAGAGCTACTAGGAATGTCTGAGGATG 
1 001 CAAGAGAGGAGTATATTTACCAGTTTTTTGAAGATAAGAGGTGGGCCATG 
1 051 AAAGTATTCAGTTCACTAAAAAGCAATGAGATGCTGTTTAGCATGTGCCA 
1 101 AGTCCCCCTAGTGTGCTGGGCCGCTTGTACTTGTCTGAAGCAGCAAATGG 
1 151 AGAAGGGTGGTGATGTCACATTGACCTGCCAAACAACCACAGCTCTGTTT 
1 201 ACCTGCTATATTTCTAGCTTGTTCACACCAGTAGATGGAGGCTCTCCTAG 
1 251 TCTACCCAACCAAGCCCAGCTGAGAAGACTGTGCCAAGTCGCTGCCAAAG 
1301 GAATATGGACTATGACTTACGTGTTTTACAGAGAAAATCTCAGAAGGCTT 
1 351 GGGTTAACTCAATCTGATGTCTCTAGTTTTATGGACAGCAATATTATTCA 
1401 GAAGGACGCAGAGTATGAAAACTGCTATGTGTTCACCCACCTTCATGTTC 
1451 AGG AGTTTTTTGCAGCTATGTTCTATATGTTGAAAGGC AGTTGGGAAGCT 
1 501 GGGAACCCTTCCTGCCAGCCTTTTGAAGATTTGAAGTCATTACTTCAAAG 
1 551 CACAAGTTATAAAGACCCCCATTTGACACAGATGAAGTGCTTTTTGTTTG 
1 601 GCCTTTTGAATGAAGATCGAGTAAAACAACTGGAGAGGACTTTTAACTGT 
1 651 AAAATGTCACTGAAGATAAAATCAAAGTTACTTCAGTGTATGGAAGTATT 
1 701 AGGAAACAGTGACTATTCTCCATCACAGCTGGGATTTCTGGAGTTGTTTC 
1 751 ACTGTCTGTATGAGACTCAAGATAAAGCGTTTATAAGCCAGGCAATGAGA 
1 801 TGTTTCCCAAAGGTTGCCATTAATATTTGTGAGAAAATACATTTGCTTGT 
1 851 ATCTTCTTTCTGCCTTAAGCACTGCCGGTGTTTGCGGACCATCAGGCTGT 
1 901 CTGTAACTGTGGTATTTGAGAAGAAGATATTAAAAACAAGCCTCCCAACT 
1951 AACACTTGGTTGAAATTTATCACTTTCCCTGATGGTTGTCAGGATATCTC 
2001 TACTTCTTTGATTCATAACAAGAATCTGATGCATCTTGACCTAAAAGGGA 
205 1 GTGATATAGGGGATAATGGAGTAAAGTCATTGTGTGAGGCCTTGAAACAC 
2101 CCAGAGTGTAAACTACAGACTCTCAGGCTGGAATCTTGCAACCTAACTGT 
2151 ATTTTGTTGTCTAAATATATCTAATGCTCTCATCAGAAGCCAGAGCCTGA 
220 1 TATTTCTGAATCTGTCAACCAATAATCTGTTGGATGATGGAGTGCAGCTT 
2251 TTGTGTGAGGCCTTAAGACATCCAAAGTGTTATCTAGAGAGACTGTCCTT 
2301 AGAAAGCTGTGGTCTCACAGAGGCTGGCTGTGAGTATCTTTCTTTGGCTC 
2351 TCATCAGCAATAAAAGACTGACACATTTGTGCTTGGCAGACAATGTCTTG 
240 1 GGTGATGGTGGAGTAAAGCTTATGAGTGATGCCCTGCAACATGCACAATG 
2451 TACTCTGAAGAGCCTTGTGCTGAGGCGTTGCCATTTCACTTCACTTAGCA 
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2501 GTGAATATCTGTCAACTTCTCTTCTACACAACAAGAGCCTGACGCATCTG 
2551 GATCTAGGATCAAACTGGCTACAAGACAATGGAGTGAAGCTTCTGTGTGA 
260 1 TGTCTTTCGGCATCCAAGCTGTAATCTTCAGGACTTGGAATTGATGGGCT 
2651 GTGTTCTCACTAATGCATGTTGTCTGGATCTGGCTTCTGTTATTTTGAAT 
2701 AACCCAAACCTGAGGAGCCTGGACCTTGGGAACAACGATTTGCAGGATGA 
2751 TGGAGTGAAAATTCTGTGTGATGCTTTGAGATATCCi\AACTGTAACATTC 
280 1 AGAGGCTCGGGTTGGAATACTGTGGTTTGACATCTCTCTGCTGTCAAGAT 
285 1 CTCTCCTCTGCTCTTATCTGCAACAAAAGACTGATAAAAATGAATCTGAC 
290 1 ACAGAATACCTTAGGATATGAAGGAATTGTGAAGTTATATAAAGTCTTGA 
2951 AGTCTCCTAAGTGTAAACTACAAGTTCTAGGACAACAGGATTTCCAAGCT 
3001 GCCCAAGGAAAACTCCAACAAAGAGCTGGCTCTGGATGA 
(SEQ ID NO:ll) 
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1 MADSSSSSFFPDFGLLLYLEELNKEELNTFKLFLKETMEPEHGLTPWNEV 
51 KKARREDLANLMKKYYPGEKAWSVSLKI FGKMNLKDLCERAKEE INWSAQ 
101 TIGPDDAKAGETQEDQEAVLGDGTEYRNRIKEKFCITWDKKSLAGKPEDF 
1 51 HHGIAEKDRKLLEHLFDVDVKTGAQPQI WLQGAAGVGKTTLVRKAMLDW 
20 1 AEG S L YQQRFKYVF YLNGRE I NQLKERS FAQL I S KDWPSTEGP I EE I MYQ 
251 PSSLLFI IDSFDELNFAFEEPEFALCEDWTQEHPVSFLMSSLLRKVMLPE 
301 ASLLVTTRLTTSKRLKQLLKNHHYVELLGMSEDAREEYI YQFFEDKRWAM 
351 KVFSSLKSNEMLFSMCQVPLVCWAACTCLKQQMEKGGDVTLTCQTTTALF 
40 1 TC Y I S S LFTP VDGGS PSL PNQAQLRRLCQVAAKG I WTMTYVF YRENLRRL 
451 GLTQSDVSSFMDSNI IQKDAEYENCYVFTHLHVQEFFAAMFYMLKGSWEA 
501 GNPSCQPFEDLKSLLQSTSYKDPHLTQMKCFLFGLLNEDRVKQLERTFNC 
551 KMSLKIKSKLLQCMEVLGNSDYSPSQLGFLELFHCLYETQDKAFISQAMR 
601 CFPKVAINICEKIHLLVSSFCLKHCRCLRTIRLSVTWFEKKILKTSLPT 
651 NTWLKFITFPDGCQDISTSLIHNKNLMHLDLKGSDIGDNGVKSLCEALKH 
701 PECKLQTLRLESCNLTVFCCLNISNALIRSQSLIFLNLSTNNLLDDGVQL 
751 LCEALRHPKCYLERLSLESCGLTEAGCEYLSLALISNKRLTHLCLADNVL 
801 GDGGVKLMSDALQHAQCTLKSLVLRRCHFTSLSSEYLSTSLLHNKSLTHL 
851 DLGSNWLQDNGVKLLCDVFRHPSCNLQDLELMGCVLTNACCLDLASVILN 
901 NPNLRSLDLGNNDLQDDGVKILCDALRYPNCNIQRLGLEYCGLTSLCCQD 
95 1 LS SAL I CNKRLI KMNLTQNTLG YEG I VKLYKVLKS PKCKLQVLGQQDFQA 
1001 AQGKLQQRAGSG (SEQ ID NO: 12) 



FIG. 21 C 
32/68 



' WO 2004/034093 



PCT/US2003/013562 



Rec'dPCT/PTO21OCT 2004 



1 ATGGCAGATTCATCATCATCTTCTTTCTTTCCTGATTTTGGGCTGCTATT 
5 1 GTATTTGGAGGAGCTAAACAAAGAGGAATTAAATACATTCAAGTTATTCC 
101 TAAAGGAGACCATGGAACCTGAGCATGGCCTGACACCCTGGAATGAAGTG 
1 51 AAGAAGGCCAGGCGGGAGGACCTGGCCAATTTGATGAAGAAATATTATCC 
20 1 AGGAGAGAAAGCCTGGAGTGTGTCTCTCAAAATCTTTGGCAAGATGAACC 
251 TGAAGGATCTGTGTGAGAGAGCGAAAGAAGAGATCAACTGGTCGGCCCAG 
30 1 ACTATAGGACCAGATGATGCCAAGGCTGGAGAGACACAAGAAGATCAGGA 
35 1 GGCAGTGCTGGGTGATGGAACAGAATACAGAAATAGAATAAAGGAAAAAT 
40 1 TTTGCATCACTTGGGACAAGAAGTCTTTGGCTGGAAAGCCTGAAGATTTC 
45 1 CATCATGGAATTGCAGAGAAAGATAGAAAACTGTTGGAACACTTGTTCGA 
501 TGTGGATGTCAAAACCGGTGCACAGCCACAGATCGTGGTGCTTCAGGGAG 
55 1 CTGCTGGAGTTGGGAAAACAACCTTGGTGAGAAAGGCAATGTTAGATTGG 
60 1 GCAGAGGGCAGTCTCTACCAGCAGAGGTTTAAGTATGTTTTTTATCTCAA 
65 1 TGGGAGAGAAATTAACCAGCTGAAAGAGAGAAGCTTTGCTCAATTGATAT 
70 1 CAAAGGACTGGCCCAACACAAAAGCCCCCATTGAAGAAATCATGTACCAG 
75 1 CCAAGTAGCCTCTTGTTTATTATAGACAGTTTCGATGAACTGAACTTTGC 
801 CTTTGAAGAACCTGAGTTTGCACTGTGCGAAGACTGGACCCAAGACAACC 
851 CAGTGTCCTTCCTCATGAGTAGTTTGCTGAGGAAAGTGATGCTCCCTGAG 
901 GCATCCTTATTGGTGACAACAAGACTCACAACTTCTAAGAGACTAAAGCA 
951 GTTGTTGAAGAATCACCATTATGTAGAGCTACTAGGAATGTCTGAGGATG 
1 001 CAAGAGAGGAGTATATTTACCAGTTTTTTGAAGATAAGAGGTGGGCCATG 
1 051 AAAGTATTCAGTTCACTAAAAAGCAATGAGATGCTGTTTAGCATGTGCCA 
1 101 AGTCCCCCTAGTGTGCTGGGCCGCTTGTACTTGTCTGAAGCAGCAAATGG 
1 151 AGAAGGGTGGTGATGTCACATTGACCTGCCAAACAACCACAGCTCTGTTT 
1 201 ACCTGCTATATTTCTAGCTTGTTCACACCAGTAGATGGAGGCTCTCCTAG 
1 251 TCTACCCAACCAAGCCCAGCTGAGAAGACTGTGCCAAGTCGCTGCCAAAG 
1 301 GAATATGGACTATGACTTACGTGTTTTACAGAGAAAATCTCAGAAGGCTT 
1 351 GGGTTAACTCAATCTGATGTCTCTAGTTTTATGGACAGCAATATTATTCA 
1401 GAAGGACGCAGAGTATGAAAACTGCTATGTGTTCACCCACCTTCATGTTC 
1 451 AGGAGTTTTTTGCAGCTATGTTCTATATGTTGAAGGGCAGTTGGGAAGCT 
1 501 GGGAACCCTTCCTGCCAGCC'TTTTGAAGATTTGAAGTCATTACTTCAAAG 
1 551 CACAAGTTATAAAGACCCCCATTTGACACAGATGAAGTGCTTTTTGTTTG 
1 601 GCCTTTTGAATGAAGATCGAGTAAAACAACTGGAGAGGACTTTTAACTGT 
1 651 AAAATGTCACTGAAGATAAAATCAAAGTTACTTCAGTGTATGGAAGTATT 
1 701 AGGAAACAGTGACTATTCTCCATCACAGCTGGGATTTCTGGAGTTGTTTC 
1 751 ACTGTCTGTATGAGACTCAAGATAAAGCGTTTATAAGCCAGGCAATGAGA 
1 801 TGTTTCCCAAAGGTTGCCATTAATATTTGTGAGAAAATACATTGGCTTGT 
1 851 ATCTTCTTTCTGCCTTAAGCACTGCCGATGTTTGCAGACCATCAGGCTGT 
1 901 CTGTAACTGTGCTATTTGAGAAGAAGACATTAAAAACAAGCCTCCCAACT 
1 951 AACACTTGGGATGGTGATCGCATTACTCACTGTTGGAAAGATCTCTGTTC 
2001 TGTGCTTCATACAAATGAACACTTGAGAGAATTGGACCTGTACCATAGCA 
2051 ACCTTGATAAATCAGCAATGAATATCCTGCATCATGAACTAAGCCACCCA 
2101 AACTGTAAACTACAAAAACTACTGTTGAAATTTATCACTTTCCCT GATGG 
2151 TTGTCAGGATATCTCTACTTCTTTGATTCATAACAAGAATCTGATGCATC 
2201 TTGACCTAAAAGGGAGTGATATAGGGGATAATGGAGTAAAGTCATTGTGT 
2251 GAGGCCTTGAAACACCCAGAGTGTAAACTACAGACTCTCAGCTTAGAAAG 
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230 1 CTGTGGTCTCACAGAGGCTGGCTGTGAGTATCTTTCTTTGGCTCTCATCA 
2351 GCAATAAAAGACTGACACATTTGTGCTTGGCAGACAATGTCTTGGGTGAT 
2401 GGTGGAGTAAAGCTTATGAGTGATGCCCTGCAACATGCACAATGTACTCT 
2451 GAAGAGCCTTGTGCTGAGGCGTTGCCATTTCACTTCACTTAGCAGTGAAT 
2501 ATCTGTCAACTTCTCTTCTACACAACAAGAGCCTGACGCATCTGGATCTA 
2551 GGATCAAACTGGCTACAAGACAATGGAGTGAAGCTTCTGTGTGATGTCTT 
260 1 TCGGCATCCAAGCTGTAATCTTCAGGACTTGGAATTGATGGGCTGTGTTC 
2651 TCACTAATGCATGTTGTCTGGATCTGGCTTCTGTTATTTTGAATAACCCA 
2701 AACCTGAGGAGCCTGGACCTTGGGAACAACGATTTGCAGGATGATGGAGT 
2751 GAAAATTCTGTGTGATGCTTTGAGATATCCAAACTGTAACATTCAGAGGC 
2801 TCGGGTGA (SEQ ID NO: 13) 
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1 MADSSSSSFFPDFGLLLYLEELNKEELNTFKLFLKETMEPEHGLTPWNEV 

51 KKARREDLlAJSILMKKYYPGEKAWSVSLKIFGKMNLKDLCERAKEEINWSAQ 

1 01 TIGPDDAKAGETQEDQEAVLGDGTEYRNRIKEKFCITWDKKSLAGKPEDF 

1 51 HHGIAEKDRKLLEHLFDVDVKTGAQPQI WLQGAAGVGKTTLVRKAMLDW 

201 AEGS LYQQRFKYVFYLNGRE I NQLKERS FAQL I S KDW PNTKAP I EE I M YQ 

251 PSSLLFI IDSFDELNFAFEEPEFALCEDWTQDNPVSFLMSSLLRKVMLPE 

301 ASLLVTTRLTTSKRLKQLLKNHHYVELLGMSEDAREEYIYQFFEDKRWAM 

351 KVFSSLKSNEMLFSMCQVPLVCWAACTCLKQQMEKGGDVTLTCQTTTALF 

40 1 TC Y I S S LFTPVDGGS P S LPNQAQLRRLCQVAAKG I WTMT YVF YRENLRRL 

451 GLTQSDVSSFMDSNI IQKDAEYENCYVFTHLHVQEFFAAMFYMLKGSWEA 

501 GNPSCQPFEDLKSLLQSTSYKDPHLTQMKCFLFGLLNEDRVKQLERTFNC 

551 KMSLKIKSKLLQCMEVLGNSDYSPSQLGFLELFHCLYETQDKAFISQAMR 

601 CFPKVAINICEKIHWLVSSFCLKHCRCLQTIRLSVTVLFEKKTLKTSLPT 

651 NTWDGDRITHCWKDLCSVLHTNEHLRELDLYHSNLDKSAMNILHHELSHP 

701 NCKLQKLLLKFITFPDGCQDISTSLIHNKNLMHLDLKGSDIGDNGVKSLC 

751 EALPCHPECKLQTLSLESCGLTEAGCEYLSLALISNKRLTHLCLADNVLGD 

801 GGVKLMSDALQHAQCTLKSLVLRRCHFTSLSSEYLSTSLLHNKSLTHLDL 

851 GSNWLQDNGVKLLCDVFRHPSCNLQDLELMGCVLTNACCLDLASVILNNP 

901 NLR S LDLGNND LQDDGVK I LCDALR Y PNCN I QRLG (SEQ ID NO: 14) 
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1 AAGCTATACAGCGGCACCGCCGGAACCTGGCTGAGTGGTTCAGCCGGCTG 
51 CCCAGGGAGGAGCGCCAGTTTGGCCCAACCTTTGCCCTAGACACGGTCCA 
101 CGTTGACCCTGTGATCCGCGAGAGTACCCCTGATGAGCTACTTCGCCCAC 
1 51 CCGCGGAGCTGGCCTTGGAGCATCAGCCACCCCAGGCCGGGCTCCCCCCA 
20 1 CTGGCCTTGTCTCAGCTCTTT AACCCGGATGCCTGTGGGCGCCGGGTGCA 
251 GACAGTGGTGCTGTATGGGACAGTGGGCACAGGCAAGAGCACGCTGGTGC 
30 1 GCAAGATGGTTCTGGACTGGTGTTATGGGCGGCTGCCGGCCTTCGAGCTG 
351 CTCATCCCCTTCTCCTGTGAGGACCTGTCATCCCTGGGCCCTGCCCCAGC 
40 1 CTCCCTGTGCCAACTTGTGGCCCAGCGCTACACGCCCCTGAAGGAGGTTC 
451* TGCCCCTGATGGCTGCTGCTGGGTCCCACCTCCTCTTTGTGCTCCATGGC 
50 1 TTAGAGCATCTCAACCTCGACTTCCGGCTGGCAGGCACGGGACTTTGTAG 
551 TGACCCGGAGGAACCGCAGGAACCAGCTGCTATCATCGTCAACCTGCTGC 
601 GCAAATACATGCTGCCTCAGGCCAGCATTCTGGTGACCACTCGGCCCTCT 
651 GCCATTGGCCGTATCCCCAGCAAGTACGTGGGCCGCTATGGTGAGATCTG 
701 CGGTTTCTCTGATACCAACCTGCAGAAGCTCTACTTCCAGCTCCGCCTCA 
75 1 ACCAGCCGTACTGCGGGTATGCCGTTGGCGGTTCAGGTGTCTCTGCCACA 
801 CCAGCTCAGCGTGACCACCTGGTGCAGATGCTCTCCCGGAACCTGGAGGG 
851 GCACCACCAGATAGCCGCTGCCTGCTTCCTGCCGTCCTATTGCTGGCTCG 
90 1 TTTGTGCCACCTTGCACTTCCTGCATGCCCCCACGCGTCGTGGGC AGACC 
951 CTTACAAGCATCTATACCAGCTTCCTGCGCCTCAACTTCAGCGGGGAAAC 
1 001 CCTGGACAGCACTGACCCCTCCAATTTGTCCCTGATGGCCTATGCAGCCC 
1 051 GAACCATGGGCAAGTTGGCCTATGAGGGGGTGTCCTCCCGCAAGACCTAC 
1 1 01 TTCTCTGAAGAGGATGTCTGTGGCTGCCTGGAGGCTGGCATCAGGACGGA 
1 151 GGAGGAGTTTCAGCTGCTGCACATCTTCCGTCGGGATGCCCTGAGGTTTT 
1 20 1 TCCTGGCCCCATGTGTGGAGCCAGGGCGTGCAGGCACCTTCGTGTTCACC 
1 251 GTGCCCGCCATGCAGGAATACCTGGCTGCCCTCTACATTGTGCTGGGTTT 
1 301 GCGCAAGACGACCCTGCAAAAGGTGGGCAAGGAAGTGGCTGAGCTCGTGG 
1 351 GCCGTGTTGGGGAGGACGTCAGCCTGGTACTGGGCATCATGGCCAAGCTG 
1401 CTGCCTCTGCGGGCTCTGCCTCTGCTCTTCAACCTGATCAAGGTGGTTCC 
1451 ACGAGTGTTTGGGCGCATGGTGGGTAAAAGCCGGGAGGCGGTGGCTCAGG 
1 501 CCATGGTGCTGGAGATGTTTCGAGAGGAGGACTACTACAACGATGATGTT 
1 551 CTGGACCAGATGGGCGCCAGTATCCTGGGCGTGGAGGGCCCCCGGCGCCA 
1 601 CCCAGATGAGCCCCCTGAGGATGAAGTCTTCGAGCTCTTCCCCATGTTCA 
1 651 TGGGGGGGCTTCTCTCTGCCCACAACCGAGCTGTGCTAGCTCAGCTTGGC 
1 701 TGCCCCATCAAGAACCTGGATGCCCTGGAGAATGCCCAGGCCATCAAGAA 
1 751 GAAGCTGGGCAAGCTGGGCGGGCAGGTGCTGCCCCCATCAGAGCTCCTTG 
1 801 ACCACCTCTTCTTCCACTATGAGTTCCAGAACCAGCGCTTCTCCGCTGAG 
1 851 GTGCTCAGCTCCCTGCGTCAGCTCAACCTGGCAGGTGTGCGCATGACACC 
1 901 AGTCAAGTGCACAGTGGTGGCAGCTGTGCTGGGCAGCGGAAGGCATGCCC 
1 951 TGGATGAGGTGAACTTGGCCTCCTGCCAGCTAGATCCTGCTGGGCTGCGC 
200 1 ACACTCCTGCCTGTCTTCCTGCGTGCCCGGAAGCTGGGCTTGCAACTCAA 
2051 CAGCCTGGGCCCTGAGGCCTGCAAGGACCTCCGAGACCTGTTGCTGCATG 
2101 ACCAGTGCCAAATTACCACACTGCGGCTGTCCAACAACCCGCTGACGGCG 
2151 GCAGGCCTGGAGCTGCTGGCTGCCCAGCTGGACCGCAACCGGCAGCTGCA 
220 1 GGAGCTGAACGTGGCGTACAACGGTGCTGGTGACACAGCGGCCCTGGCCC 
2251 TGGCCAGAGCTGCCCGGGAGCACCCTTCCCTGGAACTGCTACAAGCTCTA 
2301 CTGAATGGCATCGACTTTCTCTCTCCTGCCAGCCTCTACTTCAATGAGCT 
2351 GAGCTCAGAGGGCCGCCAGGTCTTGCGAGACTTGGGGGGTGCTGCTGAAG 
2401 GTGGTGCCCGGGTGGTGGTGTCACTGACAGAGGGGACGGCGGTGTCAGAA 
2451 TACTGGTCAGTGATCCTCAGTGAAGTCCAGCGGAACCTCAATAGCTGGGA 
250 1 TCGGGCCCGGGTTC AGCGACACCTTGAGCTCCTACTGCGGGATCTGGAAG 
2551 ATAGCCGGGGTGCCACCCTTAATCCTTGGCGCAAGGCCCAGCTGCTGCGA 
2601 GTGGAGGGCGAG (SEQ ID NO: 15) 
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1 AIQRHRRNLAEWFSRLPREERQFGPTFALDTVHVDPVIRESTPDELLRPP 

51 AELALEHQPPQAGLPPLALSQLFNPDACGRRVQTWLYGTVGTGKSTLVR 

101 KMVLDWCYGRLPAFELLIPFSCEDLSSLGPAPASLCQLVAQRYTPLKEVL 

151 PLMAAAGSHLLFVLHGLEHLNLDFRLAGTGLCSDPEEPQEPAAI I VNLLR 

201 KYMLPQASILVTTRPSAIGRIPSKYVGRYGEICGFSDTNLQKLYFQLRLN 

251 QPYCGYAVGGSGVSATPAQRDHLVQMLSRNLEGHHQIAAACFLPSYCWLV 

301 CATLHFLHAPTPAGQTLTSI YTSFLRLNFSGETLDSTDPSNLSLMAYAAR 

351 TMGKLAYEGVSSRKTYFSEEDVCGCLEAGIRTEEEFQLLHIFRRDALRFF 

401 LAPCVEPGRAGTFVFTVPAMQEYLAALYIVLGLRKTTLQKVGKEVAELVG 

451 RVGEDVSLVLGIMAKLLPLRALPLLFNLIKWPRVFGRMVGKSREAVAQA 

501 MVLEMFREEDYYNDDVLDQMGASILGVEGPRRHPDEPPEDEVFELFPMFM 

551 GG LLS AHNRAVLAQLGC P I KNLD ALENAQA I KKKLG KLGRQ VL P P S ELL.D 

601 HLFFHYEFQNQRFSAEVLSSLRQLNLAGVRMTPVKCTVVAAVLGSGRHAL 

651 DEVNLASCQLDPAGLRTLLPVFLRARKLGLQLNSLGPEACKDLRDLLLHD 

701 QCQITTLRLSNNPLTAAGLELLAAQLDRNRQLQELNVAYNGAGDTAALAL 

751 ARAAREHPSLELLQALLNGIDFLSPASLYFNELSSEGRQVLRDLGGAAEG 

801 GARVWSLTEGTAVSEYWSVILSEVQRNLNSWDRARVQRHLELLLRDLED 

851 SRGATLNPWRKAQLLRVEGE (SEQ ID NO : 16) ^- - 



FIG. 25B 



ATGAGGTGGGGCCACCATTTGCCCAGGGCCTCTTGGGGCTCTGGTTTTAG 
51 AAGAGCACTCCAGCGACCAGATGATCGTATCCCCTTCCTGATCCACTGGA 
101 GTTGGCCCCTTCAAGGGGAGCGTCCCTTTGGGCCCCCTAGGGCCTTTATA 
151 CGCCACCACGGAAGCTCGGTAGATAGCGCTCCCCCATCCGGGAGGCATGG 
201 ACGGCTGTTCCCCAGCGCCTCTGCAACTGAAGCTATACAGCGGCACCGCC 
251 GGAACCTGGCTGAGTGGTTCAGCCGGCTGCCCAGGGAGGAGCGCCAGTTT 
GGCCCAACCTTTGCCCTAGACACGGTCCACGTTGACCCTGTGATCCGCGA 
GAGTACCCCTGATGAGCTACTTCGCCCACCCGCGGAGCTGGCCCTGGAGC 
ATCAGCCACCCCAGGCCGGGCTCCCCCCACTGGCCTTGTCTCAGCTCTTT 
AACCCGGATGCCTGTGGGCGCCGGGTGCAGACAGTGGTGCTGTATGGGAC 
AGTGGGCACAGGCAAGAGCACGCTGGTGCGCAAGATGGTTCTGGACTGGT 
GTTATGGGCGGCTGCCGGCCTTCGAGCTGCTCATCCCCTTCTCCTGTGAG 
GACCTGTCATCCCTGGGCCCTGCCCCAGCCTCCCTGTGCCAACTTGTGGC 
CCAGCGCTACACGCCCCTGAAGGAGGTTCTGCCCCTGATGGCTGCTGCTG 
GGTCCCACCTCCTCTTTGTGCTCCATGGCTTAGAGCATCTCAACCTCGAC 
TTCCGGCTGGCAGGCACGGGACTTTGTAGTGACCCGGAGGAACCGCAGGA 
35 1 ACCAGCTGCTATCATCGTCAACCTGCTGCGCAAATACATGCTGCCTCAGG 
90 1 CCAGCATTCTGGTGACCACTCGGCCCTCTGCCATTGGCCGTATCCCCAGC 
951 AAGTACGTGGGCCGCTATGGTGAGATCTGCGGTTTCTCTGATACCAACCT 
1 001 GCAGAAGCTCTACTTCCAGCTCCGCCTCAACCAGCCGTACTGCGGGTATG 
1 051 CCGTTGGCGGTTCAGGTGTCTCTGCCACACCAGCTCAGCGTGACCACCTG 
1 101 GTGCAGATGCTCTCCCGGAACCTGGAGGGGCACCACCAGATAGCCGCTGC 
1 1 51 CTGCTTCCTGCCGTCCTATTGCTGGCTCGTTTGTGCCACCTTGCACTTCC 
1 201 TGCATGCCCCCACGCCTGCTGGGCAGACCCTTACAAGCATCTATACCAGC 
1 251 TTCCTGCGCCTCAACTTCAGCGGGGAAACCCTGGACAGCACTGACCCCTC 
1 301 CAATTTGTCCCTGATGGCCTATGCAGCCCGAACCATGGGCAAGTTGGCCT 
1 351 ATGAGGGGGTGTCCTCCCGCAAGACCTACTTCTCTGAAGAGGATGTCTGT 
1 401 GGCTGCCTGGAGGCTGGCATCAGGACGGAGGAGGAGTTTCAGCTGCTGCA 
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1451 CATCTTCCGTCGGGATGCCCTGAGGTTTTTCCTGGCCCCATGTGTGGAGC 
1 501 CAGGGCGTGCAGGCACCTTCGTGTTCACCGTGCCCGCCATGCAGGAATAC 
1 551 CTGGCTGCCCTCTACATTGTGCTGGGTTTGCGCAAGACGACCCTGCAAAA 
1 601 GGTGGGCAAGGAAGTGGCTGAGCTCGTGGGCCGTGTTGGGGAGGACGTCA 
1 651 GCCTGGTACTGGGCATCATGGCCAAGCTGCTGCCTCTGCGGGCTCTGCCT 
1 701 CTGCTCTTCAACCTGATCAAGGTGGTTCCACGAGTGTTTGGGCGCATGGT 
1 751 GGGTAAAAGCCGGGAGGCGGTGACTCAGGCCATGGTGCTGGAGATGTTTC 
1 801 GAGAGGAGGACTACTACAACGATGATGTTCTGGACCAGATGGGCGCCAGT 
1 851 ATCCTGGGCGTGGAGGGCCCCCGGCGCCACCCAGATGAGCCCCCTGAGGA 
1 901 TGAAGTCTTCGAGCTCTTCCCCATGTTCATGGGGGGGCTTCTCTCTGCCC 
1 951 ACAACCGAGCTGTGCTAGCTCAGCTTGGCTGCCCCATCAAGAACCTGGAT 
2001 GCCCTGGAGAATGCCCAGGCCATCAAGAAGAAGCTGGGCAAGCTGGGCCG 
2051 GCAGGTGCTGCCCCCATCAGAGCTCCTTGACCACCTGTTCTTCCACTATG 
2101 AGTTCCAGAACCAGCGCTTCTCCGCTGAGGTGCTCAGCTGCCTGCGTCAG 
2151 CTCAACCTGGCAGGTGTGCGCATGACACCAGTCAAGTGCACAGTGGTGGC 
2201 AGCTGTGCTGGGCAGCGGAAGGCATGCCCTGGATGAGGTGAACTTGGCCT 
2251 CCTGCCAGCTAGATCCTGCTGGGCTGCGCACACTCCTGCCTGTCTTCCTG 
2301 CGTGCCCGGAAGCTGGGCTTGCAACTCAACAGCCTGGGGCCTGAGGCCTG 
2351 CAAGGACCTCCGAGACCTGTTGCTGCATGACCAGTGCeAAATTACCACAC 
2401 TGCGGCTGTCCAACAACCCGCTGACGGAGGCAGGTGTTGCCGTGCTAATG 
2451 GAGGGGCTGGCAGGAAACACCTCAGTGACGCACCTGTCCCTGCTGCACAC 
2501 GGGCCTTGGGGACGAAGGCCTGGAGCTGCTGGCTGCCCAGCTGGACCGCA 
2551 ACCGGCAGCTGCAGGAGCTGAACGTGGCGTACAACGGTGCTGGTGAGACA 
2601 GCGGCCCTGGGCCTGGCCAGAGCTGCCCGGGAGCACGCTTCCCTGGAACT 
2651 GCTACACCTCTACTTCAATGAGCTGAGCTCAGAGGGCCGCCAGGTCTTGC 
270 1 GAGACTTGGGGGGTGCTGCTGAAGGTGGTGCCCGGGTGGTGGTGTCACTG 
2751 ACAGAGGGGACGGCGGTGTCAGAATACTGGTCAGTGATCCTCAGTGAAGT 
2801 CCAGCGGAACCTCAATAGCTGGGATCGGGCCCGGGTTCAGCGACACCTTG 
2851 AGCTCCTACTGCGGGATCTGGAAGATAGCCGGGGTGCCACCCTTAATCCT 
290 1 TGACGCAAGGCCCAGCTGCTGCGAGTGGAGGGCGAGGTCAGGGCCCTCCT 
2951 GGAGCAGCTGGGAAGCTCTGGAAGCTGAGACACTGGCGGCAGGCACCTAG 
3001 CTATGTGACCACTGGCCCTAAACCTTTTCCCTCTGTGGCCTCCTGGCTTG 
3051 CACTGCTCCCTCTAGAA (SEQ ID NO: 17) 

FIG. 25D 

1 MRWGHHLPRASWGSGFRRALQRPDDRIPFLIHWSWPLQGERPFGPPRAFI 
51 RHHGSSVDSAPPSGRHGRLFPSASATEAIQRHRRNLtAEWFSRLPREERQF 
101 GPTFALDTVHVDPVIRESTPDELLRPPAELALEHQPPQAGLPPLALSQLF 
1 51 NPDACGRRVQTWLY.GTVGTGKSTLVRKMVLDWCYGRLPAFELLI PFSCE 
201 DLSSLGPAPASLCQLVAQRYTPLKEVLPLMAAAGSHLLFVLHGLEHLNLpD 
251 FRLAGTGLCSDPEEPQEPAAIIVNLLRKYMLPQASILVTTRPSAIGRIPS 
301 KYVGRYGEICGFSDTNLQKLYFQLRLNQPYCGYAVGGSGVSATPAQRDHL 
351 VQMLSRNLEGHHQIAAACFLPSYCWLVCATLHFLHAPTPAGQTLTSIYTS 
401 FLRLNFSGETLDSTDPSNLSLMAYAARTMGKLAYEGVSSRKTYFSEEDVC 
451 GCLEAGIRTEEEFQLLHIFRRDALRFFLAPCVEPGRAGTFVFTVPAMQEY 
501 LAALYIVLGLRKTTLQKVGKEVAELVGRVGEDVSLVLGIMAKLLPLRALP 
551 LLFNLIKWPRVFGRMVGKSREAVTQAMVLEMFREEDYYNDDVLDQMGAS 
601 I LG VEG PRRH PDE PPEDEVFELF PM FMGGLL S AHNRA VLAQLGC P I KNLD 
651 ALENAQAI KKKLGKLGRQVLPPSELLDHLFFHYEFQNQRFSAEVLSSLRQ 
701 LNLAGVRMTPVKCTWAAVLGSGRHALDEVNLASCQLDPAGLRTLLPVFL 
751 RARKLGLQLNSLGPEACKDLRDLLLHDQCQITTLRLSNNPLTEAGVAVLM 
801 EGLAGNTSVTHLSLLHTGLGDEGLELLAAQLDRNRQLQELNVAYNGAGDT 
851 AALALARAAREHPSLELLHLYFNELSSEGRQVLRDLGGAAEGGARVWSL 
901 TEGTAVSEYWSVILSEVQRNLNSWDRARVQRHLELLLRDLEDSRGATLNP 
(SEQ ID NO: 18) pjQ 25E 
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ATGAGATGGGGCCACCATTTGCCCAGGGCCTCTTGGGGCTCTGGTTTTAG 
AAGAGCACTCCAGCGACCAGATGATCGTATCCCCTTCCTGATCCACTGGA 
GTTGGCCCCTTCAAGGGGAGCGTCCCTTTGGGCCCCCTAGGGCCTTTATA 
CGCCACCACGGAAGCTCGGTAGATAGCGCTCCCCCATCCGGGAGGCATGG 
ACGGCTGTTCCCCAGCGCCTCTGCAACTGAAGCTATACAGCGGCACCGCC 
GGAACCTGGCTGAGTGGTTCAGCCGGCTGCCCAGGGAGGAGCGCCAGTTT 
GGCCCAACCTTTGCCCTAGACACGGTCCACGTTGACCCTGTGATCCGCGA 
GAGTACCCCTGATGAGCTACTTCGCCCACCCGCGGAGCTGGCCCTGGAGC 
ATCAGCCACCCCAGGCCGGGCTCCCCCCACTGGCCTTGTCTCAGCTCTTT 
AACCCGGATGCCTGTGGGCGCCGGGTGCAGACAGTGGTGCTGTATGGGAC 
AGTGGGCACAGGCAAGAGCACGCTGGTGCGCAAGATGGTTCTGGACTGGT 
GTTATGGGCGGCTGCCGGCCTTCGAGCTGCTCATCCCCTTCTCCTGTGAG 
GACCTGTCATCCCTGGGCCCTGCCCCAGCCTCCCTGTGCCAACTTGTGGC 
CCAGCGCTACACGCCCCTGAAGGAGGTTCTGCCCCTGATGGCTGCTGCTG 
GGTCCCACCTCCTCTTTGTGCTCCATGGCTTAGAGCATCTCAACCTCGAC 
TTCCGGCTGGCAGGCACGGGACTTTGTAGTGACCCGGAGGAACCGCAGGA 
ACCAGCTGCTATCATCGTCAACCTGCTGCGCAAATACATGCTGCCTCAGG 
CCAGCATTCTGGTGACCACTCGGCCCTCTGCCATTGGCCGTATCCCCAGC 
AAGTACGTGGGCCGCTATGGTGAGATCTGCGGTTTCTCTGATACCAACCT 
GCAGAAGCTCTACTTCCAGCTCCGCCTCAACCAGCCGTAeTGCGGGTATG 
CCGTTGGCGGTTCAGGTGTCTCTGCCACACCAGCTCAGCGTGACCACCTG 
GTGCAGATGCTCTCCCGGAACCTGGAGGGGCACCACCAGATAGCCGCTGC 
CTGCTTCCTGCCGTCCTATTGCTGGCTCGTTTGTGCCACCTTGCACTTCC 
TGCATGCCCCCACGCCTGCTGGGCAGACCCTTACAAGCATCTATACCAGC 
TTCCTGCGCCTCAACTTCAGCGGGGAAACCCTGGACAGCACTGACCCCTC 
CAATTTGTCCCTGATGGCCTATGCAGCCCGAACCATGGGCAAGTTGGCCT 
ATGAGGGGGTGTCCTCCCGCAAGACCTACTTCTCTGAAGAGGATGTCTGT 
GGCTGCCTGGAGGCTGGCATCAGGACGGAGGAGGAGTTTCAGCTGCTGCA 
CATCTTCCGTCGGGATGCCCTGAGGTTTTTCCTGGCCCCATGTGTGGAGC 
CAGGGCGTGCAGGCACCTTCGTGTTCACCGTGCCCGCCATGCAGGAATAC 
CTGGCTGCCCTCTACATTGTGCTGGGTTTGCGCAAGACGACCCTGCAAAA 
GGTGGGCAAGGAAGTGGCTGAGCTCGTGGGCCGTGTTGGGGAGGACGTCA 
GCCTGGTACTGGGCATCATGGCCAAGCTGCTGCCTCTGCGGGCTCTGCCT 
CTGCTCTTCAACCTGATCAAGGTGGTTCCACGAGTGTTTGGGCGCATGGT 
GGGTAAAAGCCGGGAGGCGGTGACTCAGGCCATGGTGCTGGAGATGTTTC 
GAGAGGAGGACTACTACAACGATGATGTTCTGGACCAGATGGGCGCCAGT 
ATCCTGGGCGTGGAGGGCCCCCGGCGCCACCCAGATGAGCCCCCTGAGGA 
TGAAGTCTTCGAGCTCTTCCCCATGTTCATGGGGGGGCTTCTCTCTGCCC 
ACAACCGAGCTGTGCTAGCTCAGCTTGGCTGCCCCATCAAGAACCTGGAT 
GCCCTGGAGAATGCCCAGGCCATCAAGAAGAAGCTGGGCAAGCTGGGCCG 
GCAGGTGCTGCCCCCATCAGAGCTCCTTGACCACCTCTTCTTCCACTATG 
AGTTCCAGAACCAGCGCTTCTCCGCTGAGGTGCTCAGCTCCCTGCGTCAG 
CTCAACCTGGCAGGTGTGCGCATGACACCAGTCAAGTGCACAGTGGTGGC 
AGCTGTGCTGGGCAGCGGAAGGCATGCCCTGGATGAGGTGAACTTGGCCT 
CCTGCCAGCTAGATCCTGCTGGGCTGCGCACACTCCTGCCTGTCTTCCTG 
CGTGCCCGGAAGCTGGGCTTGCAACTCAACAGCCTGGGCCCTGAGGCCTG 
CAAGGACCTCCGAGACCTGTTGCTGCATGACCAGTGCCAAATTACCACAC 
TGCGGCTGTCCAACAACCCGCTGACGGAGGCAGGTGTTGCCGTGCTAATG 
GAGGGGCTGGCAGGAAACACCTCAGTGACGCACCTGTCCCTGCTGCACAC 
GGGCCTTGGGGACGAAGGCCTGGAGCTGCTGGCTGCCCAGCTGGACCGCA 
ACCGGCAGCTGCAGGAGCTGAACGTGGCGTACAACGGTGCTGGTGACACA 
GCGGCCCTGGCCCTGGCCAGAGCTGCCCGGGAGCACCCTTCCCTGGAACT 
GCTACAGGGTGTCGCCATCCAGATGTGTTGGAAGCTTCCCCTCCTGCCTT 
ATGCTCACCTGTGGACACCGAGGATGCCCTCACATTGGTGCTTTCTCCTC 
ATCCTCATGCCCCCTTTGCCACAATGGTATGATGGCTTGGTAGCCCCTCG 
AGGCAGATGCACCTGACTTGCTGCTATTAAAAAGCCGTGTGGCTTCTACC 
(SEQ ID NO: 19) 
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1 MRWGHHLPRASWGSGFRRALQRPDDRI PFLIHWSWPLQGERPFGPPRAFI 
51 RHHGSSVDSAPPSGRHGRLFPSASATEAIQRHRRNLAEWFSRLPREERQF 
101 GPTFALDTVHVDPVIRESTPDELLRPPAELALEHQPPQAGLPPLALSQLF 
151 NPDACGRRVQTWLYGTVGTGKSTLVRKMVLDWCYGRLPAFELLIPFSCE 
201 DLSSLGPAPASLCQLVAQRYTPLKEVLPLMAAAGSHLLFVLHGLEHLNLD 
251 FRLAGTGLCSDPEEPQEPAAIIVNLLRKYMLPQASILVTTRPSAIGRIPS 
301 KYVGRYGEICGFSDTNLQKLYFQLRLNQPYCGYAVGGSGVSATPAQRDHL 
351 VQMLSRNLEGHHQIAAACFLPSYCWLVCATLHFLHAPTPAGQTLTSIYTS 
401 FLRLNFSGETLDSTDPSNLSLI^IAYAARTMGKLAYEGVSSRKTYFSEEDVC 
451 GCLEAGI RTEEEFQLLHI FRRDAL.RFFLAPCVEPGRAGTFVFTVPAMQEY 
501 LxAALYIVLGLRKTTLQKVGKEVAELVGRVGEDVSLVLGIMAKLLPLRALP 
551 LLFNLI KWPRVFGRMVGKSREAVTQAMVLEMFREEDYYNDDVLDQMGAS 
601 ILGVEGPRRH-PDEPPEDEVFELFPMFMGGLLSAHNRAVLAQLGCPIKNLD 
651 ALENAQAIKKKLGKLGRQVLPPSELLDHLFFHYEFQNQRFSAEVLSSLRQ 
70 1 LNLAGVRMTPVKCTWAAVLGSGRHALDEVNLASCQLDPAGLRTLLPVFL 
751 RARKLGLQLNSLGPEACKDLRDLLLHDQCQITTLRLSNNPLTEAGVAVLM 
80 1 EGLAGNTSVTHLSLLHTGLGDEGLELLAAQLDRNRQLQELNVAYNGAGDT 
851 AALALARAAREHPSLELLQGVAIQMCWKLPLLPYAHI>WTPRMPSHWCFLL 
901 I LMPPLPQWYDGLVAPRGRCT&LAAI KKPCAFY (SEQ ID NO: 20) 
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1 ATGCTGCAGAATTTTAAGTACCCAAAGTTTCTCAACAAGTTGATTTTCAA 
51 GCAAGCTCACCGGTTCCCCAGCTCATCTTCCTTCCAGTTCCCCTGTCCCC 
101 CAGCTCAACTGCCTGCCCTCAGTTCACCTGTCCCCCAGTTCATCTTCCTC 
151 CTAGCTCCCCTGTCCCCTAGCTCACCTGTGCCCCAGCTCCCCTGTCCCCC 
20 1 AGGCTGGCTCCTCATGGACCCCGTTGGCCTCCAGCTCGGCAACAAGAACC 
25 1 TGTGGAGCTGTCTTGTGAGGCTGCTCACCAAAGACCCAGAATGGCTGAAC 
301 GCCAAGATGAAGTTCTTCCTCCCCAACACGGACCTGGATTCCAGGAACGA 
35 1 GACCTTGGACCCTGAACAGAGAGTCATCCTGCAACTCAACAAGCTGCATG 
401 TCGAGGGTTCGGACACCTGGCAGTCTTTCATTCATTGTGTGTGCATGCAG 
451 CTGGAGGTGCCTCTGGACCTGGAGGTGCTGCTGCTGAGTACTTTTGGCTA 
50 1 TGATGATGGGTTCACCAGCCAGCTGGGAGCTGAGGGGAAAAGCCAACCTG 
55 1 AATCTCAGCTCCACCATGGCCTGAAGCGCCCACATCAGAGCTGTGGGTCC 
601 TCACCCCGCCGGAAGCAGTGCAAGAAGCAGCAGCTAGAGTTGGCCAAGAA 
651 GTACCTGCAGCTCCTGCGGACCTCTGCCCAGCAGCGCTACAGGAGCCAAA 
70 1 TCCCTGGGTCAGGGCAGCCCCACGCCTTCCACCAGGTCTATGTCCCTCCA 
751 ATCCTGCGCCGGGCCACAGCATCCTTAGACACTCCGGAGGGGGCCATTAT 
80 1 GGGGGACGTC AAGGTGGAAGATGGTGCTGACGTG AGCATCTCGGACCTCT 
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TCAACACCAGGGTTAACAAGGGCCCGAGGGTGACCGTGCTTTTGGGGAAG 

GCTGGCATGGGCAAGACCACGCTGGCCCACCGGCTCTGCCAGAAGTGGGC 

AGAGGGCCATCTGAACTGTTTCCAGGCCCTGTTCCTTTTTGAATTCCGCC 

AGCTCAACTTGATCACGAGGTTCCTGACACCGTCCGAGCTCCTTTTTGAT 

CTGTACCTGAGCCCTGAATCGGACCACGACACTGTCTTCCAGTACCTGGA 

GAAGAACGCTGACCAAGTCCTGCTGATCTTTGATGGGCTAGATGAGGCCC 

TCCAGCCTATGGGTCCTGATGGCCCAGGCCCAGTCCTCACCCTTTTCTCC 

CATCTCTGCAATGGGACCCTCCTGCCTGGCTGCCGGGCAGCCATGGTCCA 

CATGTTGGGCTTTGATGGGCCACGGGTGGAAGAATATGTGAATCACTTCT 

TCAGCGCCCAGCCATCGCGGGAGGGGGCCCTGGTGGAGTTACAGACAAAT 

GGACGTCTCCGAAGCCTGTGTGCGGTGCCCGCACTGTGCCAAGTCGCCTG 

TCTCTGCCTCCACCATCTGCTTCCTGACCACGCCCCAGGCCAGTCTGTGG 

CCCTCCTGCCCAACATGACTCAGCTCTATATGCAGATGGTGCTCGCCCTC 

AGCCCCCCTGGGCACTTGCCCACCTCGTCCCTACTGGACCTGGGGGAGGT 

GGCCCTGAGGGGCCCTGGAGACAGGGAAGGCCCTGGGCACCAGCAGACAG 

GCTATGCTTTCACCCACCTCAGCCTGCAGGAGTTTCTTGCTGCCCTGCAC 

CTGATGGCCAGCCCCAAGGTGAACAAAGACACACTTACCCAGTATGTTAC 

CCTCCATTCCCGCTGGGTACAGCGGACCAAAGCTAGACTGGGCCTCTCAG 

ACCACCTCCCCACCTTCCTGGCGGGCCTGGCATCCTGCACCTGCCGCCCC 

TTCCTTAGCCACCTGGCGCAGGGCAATGAGGACTGTGTGGGTGCCAAGCA 

GGCTGCTGTAGTGCAGGTGTTGAAGAAGTTGGCCACCCGCAAGCTCACAG 

GGCCAAAGGTTGTAGAGCTGTGTCACTGTGTGGATGAGACACAGGAGCCT 

GAGCTGGCCAGTCTCACCGCACAAAGCCTCCCCTATCAACTGCCCTTCCA 

CAATTTCCCACTGACCTGCACCGACCTGGCCACCCTGACCAACATCCTAG 

AGCACAGGGAGGCCCCCATCCACCTGGATTTTGATGGCTGTCCCCTGGAG 

CCCCACTGCCCTGAGGCTCTGGTAGGCTGTGGGCAGATAGAGAATCTCAG 

CTTTAAGAGCAGGAAGTGTGGGGATGCCTTTGCAGAAGCCCTCTCCAGGA 

GCTTGCCGACAATGGGGAGGCTGCAGATGCTGGGGTTAGCAGGAAGTAAA 

ATCACTGCCCGAGGCATCAGCCACCTGGTGAAAGCTTTGCCTCTCTGTCC 

ACAGCTGAAAGAAGTCAGTTTTCGGGACAACCAGCTCAGTGACCAGGTGG 

TGCTGAACATTGTGGAGGTTCTCCCTCACCTACCACGGCTCCGGAAGCTT 

GACCTCTCAGGGAACCAGCTGGAAGATGAAGGCTGTCGGCTGATGGCAGA 

GGCTGCATCCCAGCTGCACATCGCCAGGAAGCTGGACCTCAGTAACAACG 

GGCTTTCTGTGGCCGGGGTGCATTGTGTGCTGAGGGCCGTGAGTGCGTGC 

TGGACCCTGGCAGAGCTGCACATCAGGCTGACACATTGTGGCCTCCAAGA 

AAAGCACCTAGAGCAGCTCTGCAAGGCTCTGGGAGGAAGCTGCCACCTCG 

GTCACCTCCACCTCGACTTCTCAGGCAATGCTCTGGGGGATGAAGGTGCA 

GCCCGGCTGGCTCAGCTGCTCCCAGGGCTGGGAGCTCTGCAGTCCTTGAA 

CCTCAGTGAGAACGGTTTGTCCCTGGATGCCGTGTTGGGTTTGGTTCGGT 

GCTTCTCCACTCTGCAGTGGCTCTTCCGCTTGGACATCAGCCTCAGTGAG 

TGTCCTCTGGAGCCCCCAAGCCTCACCCGCCTCTGTGCCACTCTGAAGGA 

CTGCCCGGGACCCCTGGAACTGCAATTGTCCTGTGAGTTCCTGAGTGACC 

AGAGCCTGGAGACTCTACTGGACTGCTTACCTCAACTCCCTCAGCTGAGC 

CTGCTGCAGCTGAGCCAGACGGGACTGTCCCCGAAAAGCCCCTTCCTGCT 

GGCCAACACCTTAAGCCTGTGTCCACGGGTTAAAAAGGTGGATCTCAGGT 

TCACAGGCTGCAGCCTCAGCCAGGAGCACGTAGAGTCACTCTGCTGGTTG 

CTGAGCAAGTGTAAAGACCTCAGCCAGGTGGATCTCTCAGCAAACCTGCT 

GGGCGACAGCGGACTCAGATGCCTTCTGGAATGTCTGCCGCAGGTGCCCA 

TCTCCGGTTTGCTTGAGAGCTTGGTCACGGCCTGTGGGACTGTGTCGCCG 

ATCGCGCCCGGCAACCCCCAATGGCCACCGAAGTGTGCCATCCGCGTGCG 

ATGGGGGACACCGTGCTGCGGGCTGTCGTTCAGGACATCTTATGTGGGGT 

ATTGCGGCGCCAATACCCGGTCACCCCTATTGCAGGGGGGGATATGGCAT 

TCTCCTCTATGTGG (SEQ ID NO: 21) 
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1 MLQNFKYPKFLNKLIFKQAHRFPSSSSFQFPCPPAQLPALSSPVPQFIFL 
51 LAPLSPSSPVPQLPCPPGWLLMDPVGLQLGNKNLWSCLVRLLTKDPEWLN 
101 AKMKFFLPNTDLDSRNETLDPEQRVILQLNKLHVQGSDTWQSFIHCVCMQ 
1 51 LEVPLDLEVLLLSTFGYDDGFTSQLGAEGKSQPESQLHHGLKRPHQSCGS 
201 SPRRKQCKKQQLELAKKYLQLLRTSAQQRYRSQI PGSGQPHAFHQVYVPP 
251 ILRRATASLDTPEGAIMGDVKVEDGADVSISDLFNTRVNKGPRVTVLLGK 
301 AGMGKTTLAHRLCQKWAEGHLNCFQALFLFEFRQLNLITRFLTPSELLFD 
351 LYLSPESDHDTVFQYLEKNADQVLLI FDGLDEALQPMGPDGPGPVLTLFS 
401 HLCNGTLLPGCRAAMVHMLGFDGPRVEEYVNHFFSAQPSREGALVELQTN 
451 GRLRSLCAVPALCQVACLCLHHLLPDHAPGQSVALLPbJMTQLYMQMVLAL 
501 SPPGHLPTSSLiLDLGEVALRGPGDREGPGHQQTGYAFTHLSLQEFLAALH 
551 LMASPKVNKIDTLTQWTLHSRWVQRTKARLGLSDHLPTFLAGLASCTCRP 
601 FLSHLAQGNEDCVGAKQAAWQVLKKIATRKLTGPKWELCHCVDETQEP 
651 ELASLTAQSLPYQLPFHNFPLTCTDLATLTNILEHREAPIHLDFDGCPLE 
701 PHCPEALVGCGQIENLSFKSRKCGDAFAEALSRSLPTMGRLQMLGLAGSK 
751 I TARG I SHLVKAL PLC PQLKEVS FRDNQLS DQWLN I VEVLPHLPRLRKL 
801 DLSGNQLEDEGCRLMAEAASQLHIARKLDLSNNGLSVAGVHCVLRAVSAC 
851 WTLAELHIRLTHCGLQEKHLEQLCKALGGSCHLGHLHLDFSGNALGDEGA 
901 ARLAQLLPGLGALQSLNLSENGLSLDAVLGLVRCFSTLQWLFRLDISLSE 
951 CPLEPPSLTRLCATLKDCPGPLELQLSCEFLSDQSLETLLDCLPQLPQLS 
1001 LLQLSQTGLSPKSPFLLANTLSLCPRVKKVDLRFTGCSLSQEHVESLCWL 
1051 LSKCKDLSQVDLSANLLGDSGLRCLLECLPQVPISGLLESLVTACGTVSP 
1 101 IAPGNPQWPPKCAIRVRWGTPCCGLSFRTSYVGYCGANTRSPLLQGGIWH 
1151 SPLC (SEQ ID NO: 22) 

FIG. 29C 

1 GGCCCAGTCCTCACCCTTTTCTCCCATCTCTGCAATGGGACCCTCCTGCC 
51 TGGCTGCCGGGTGATGGCTACCTCCCGTCCAGGGAAGCTGCCTGCCTGCC 
101 TGCCTGCAGAGGCAGCCATGGTCCACATGTTGGGCTTTGATGGGCCACGG 
1 5 1 GTGGAAGAATATGTGAATCACTTCTTCAGCGCCCAGCCATCGCGGGAGGG 
201 GGCCCTGGTGGAGTTACAGACAAATGGACGTCTCCGAAGCCTGTGTGCGG 
251 TGCCCGCACTGTGCCAAGTCGCCTGTCTCTGCCTCCACCATCTGCTTCCT 
30 1 GACCACGCCCCAGGCCAGTCTGTGGCCCTCCTGCCCAACATGACTCAGCT 
351 CTATATGCAGATGGTGCTCGCCCTCAGCCCCCCTGGGCACTTGCTCACCT 
401 CGTCCCTACTGGACCTGGGGGAGGTGGCCCTGAGGGGCCTGGAGACAGGG 
451 AAGGTTATCTTCTATGCAAAAGATATTGCTCCACCCTTGATAGCTTTTGG 
501 GGCCACTCACAGCCTGCTGACTTCCTTCTGCGTCCGCACAGGCCCTGGGC 
55 1 ACCAGCAGACAGGCTATGCTTTCACCCACCTCAGCCTGCAGGAGTTTCTT 
601 GCTGCCCTGCACCTGATGGCCAGCCCCAAGGTGAACAAAGACACACTTAC 
651 CCAGTATGTTACCCTCCATTCCCGCTGGGTACAGCGGACCAAAGCTAGAC 
70 1 TGGGCCTCTCAGACCACCTCCCCACCTTCCTGGCGGGCCTGGCATCCTGC 
751 ACCTGCCGCCCCTTCCTTAGCCACCTGGCGCAGGGCAATGAGGACTGTGT 
801 GGGTGCCAAGCAGGCTGCTGTAGTGCAGGTGTTGAAGAAGTTGGCCACCC 
851 GCAAGCTCACAGGGCCAAAGGTTGTAGAGCTGTGTCACTGTGTGGATGAG 
901 ACACAGGAGCCTGAGCTGGCCAGTCTCACCGCACAAAGCCTCCCCTATCA 
951 ACTGCCCTTCCACAATTTCCCACTGACCTGCACCGACCTGGCCACCCTGA 
1001 CCAACATCCTAGAGCACAGGGAGGCCCCCATCCACCTGGATTTTGATGGC 
1 051 TGTCCCCTGGAGCCCCACTGCCCTGAGGCTCTGGTAGGCTGTGGGCAGAT 
1101 AGAGAATCTCAGCTTTAAGAGCAGGAAGTGTGGGGATGCCTTTGCAGAAG 
1151 CCCTCTCCAGGAGCTTGCCGACAATGGGGAGGCTGCAGATGCTGGGGTTA 
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1 201 GCAGGAAGTAAAATCACTGCCCGAGGCATCAGCCACCTGGTGAAAGCTTT 
1 251 GCCTCTCTGTCCACAGCTGAAAGAAGTCAGTTTTCGGGACAACCAGCTCA 
1 301 GTGACCAGGTGGTGCTGAACATTGTGGAGGTTCTCCCTCACCTACCACGG 
1 351 CTCCGGAAGCTTGACCTGAGCAGCAACAGCATCTGCGTGTCAACCCTACT 
1 401 CTGCTTGGCAAGGGTGGCAGTCACGTGTCCTACCGTCAGGATGCTTCAGG 
1451 CCAGGGAGCGGACCATCATCTTCCTTCTTTCCCCGCCCACAGAGACAACT 
1 501 GCAGAGCTACAAAGAGCTCCAGACCTGCAGGAAAGTGACGGCCAGAGGAA 
1 551 AGGGGCTCAGAGCAGAAGCTTGACGCTCAGGCTGCAGAAGTGTCAGCTCC 
1 601 AGGTCGACGATGCGGAGGCCCTCATAGCCCTGCTCCAGGAAGGCCCTCAC 
1 651 CTGGAGGAAGTGGACCTCTCAGGGAACCAGCTGGAAGATGAAGGCTGTCG 
1 701 GCTGATGGCAGAGGCTGCATCCCAGCTGCACATCGCCAGGAAGCTGGACC 
1 751 TCAGCGACAACGGGCTTTCTGTGGCCGGGGTGCATTGTGTGCTGAGGGCC 
1 801 GTGAGTGCGTGCTGGACCCTGGCAGAGCTGCACATCAGCCTGCAGCACAA 
1 851 AACTGTGATCTTCATGTTTGCCCAGGAGCCAGAGGAGCAGAAGGGGCCCC 
1 901 AGGAGAGGGCTGCATTTCTTGACAGCCTCATGCTCCAGATGCCCTCTGAG 
1 951 CTGCCTCTGAGCTCCCGAAGGATGAGGCTGACACATTGTGGGCTCCAAGA 
2001 AAAGCACCTAGAGCAGCTCTGCAAGGCTCTGGGAGGAAGCTGCCACCTCG 
2051 GTCACCTCCACCTCGACTTCTCAGGCAATGCTCTGGQGGATGAAGGTGCA 
2101 GCCCGGCTGGCTCAGCTGCTCCCAGGGCTGGGAGCTCTGCAGTCCTTGAA 
2151 CCTCAGTGAGAACGGTTTGTCCCTGGATGCCGTGTTGGGCTTGGTTCGGT 
2201 GCTTCTCCACTCTGCAGTGGCTCTTCCGCTTGGACATCAGCTTTGAAAGC 
2251 CAACACATCCTCCTGAGAGGGGACAAGACAAGCAGCCTCAGTGAGTGTCC 
2301 TCTGGAGCCCCCAAGCCTCACCCGCCTCTGTGCCACTCTGAAGGACTGCC 
2351 CGGGACCCCTGGAACTGCAATTGTCCTGTGAGTTCCTGAGTGACCAGAGC 
2401 CTGGAGACTCTACTGGACTGCTTACCTCAACTCCCTCAGCTGAGCCTGCT 
2451 GCAGCTGAGCCAGACGGGACTGTCCCCGAAAAGCCCCTTCCTGCTGGCCA 
2501 ACACCTTAAGCCTGTGTCCACGGGTTAAAAAGGTGGATCTCAGGTCCCTG 
2551 CACCATGCAACTTTGCACTTCAGATCCAACGAGGAGGAGGAAGGCGTGTG 
260 1 CTGTGGCAGGTTCACAGGCTGCAGCCTCAGCCAGGAGCACGTAGAGTCAC 
2651 TCTGCTGGTTGCTGAGCAAGTGTAAAGACCTCAGCCAGGTGGATCTGAGT 
2701 CACAACAGCATTTCTCAGGAAAGTGCCCTGTACCTGCTGGAGACACTGCC 
2751 CTCCTGCCCACGTGTCCGGGAGGCCTCAGTGAACCTGGGCTCTGAGCAGA 
280 1 GCTTCCGGATTCACTTCTCCAGAGAGGACCAGGCTGGGAAGACACTCAGG 
2851 CTAAGTGAGTGCAGCTTCCGGCCAGAGCACGTGTCCAGGCTGGCCACCGG 
2901 CTTGAGCAAGTCCCTGCAGCTGACGGAGCTCACGCTGACCCAGTGCTGCC 
2951 TGGGCCAGAAGCAGCTGGCCATCCTCCTGAGCTTGGTGGGGCGACCCGCA 
3001 GGGCTGTTCAGCCTCAGGGTGCAGGAGCCGTGGGCGGACAGAGCCAGGGT 
3051 TCTCTCCCTGTTAGAAGTCTGCGCCCAGGCCTCAGGCAGTGTCACTGAAA 
3101 TCAGCATCTCCGAGACCCAGCAGCAGCTCTGTGTCCAGCTGGAATTTCCT 
3151 CGCCAGGAAGAGAATCCAGAAGCTGTGGCACTCAGGTTGGCTCACTGTGA 
3201 CCTTGGAGCCCACCACAGCCTTCTTGTCGGGCAGCTGATGGAGACATGTG 
3251 CCAGGCTGCAGCAGCTCAGCTTGTCTCAGGTTAACCTCTGTGAGGACGAT 
330 1 GATGCCAGTTCCCTGCTGCTGCAGAGCCTCCTGCTGTCCCTCTCTGAGCT 
3351 GAAGACATTTCGGCTGACCTCCAGCTGTGTGAGCACCGAGGGCCTCGCCC 
340 1 ACCTGGCATCTGGTCTGGGCCACTGCCACCACTTGGAGGAGCTGGACTTG 
3451 TCTAACAATCAATTTGATGAGGAGGGCACCAAGGCGCTGATGAGGGCCCT 
3501 TGAGGGGAAATGGATGCTAAAGAGGCTGGACCTCAGTCACCTTCTGCTGA 
3551 ACAGCTCCACCTTGGCCTTGCTTACTCACAGACTAAGCCAGATGACCTGC 
3601 CTGCAGAGCCTCAGACTGAACAGGAACAGTATCGGTGATGTCGGTTGCTG 
3651 CCACCTTTCTGAGGCTCTCAGGGCTGCCACCAGCCTAGAGGAGCTGGACT 
3701 TGAGCCACAACCAGATTGGAGACGCTGGTGTCCAGCACTTAGCTACCATC 
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3751 CTGCCTGGGCTGCCAGAGCTCAGGAAGATAGACCTCTCAGGGAATAGCAT 
3801 CAGCTCAGCCGGGGGAGTGCAGTTGGCAGAGTCTCTCGTTCTTTGCAGGC 
3851 GCCTGGAGGAGTTGATGCTTGGCTGCAATGCCCTGGGGGATCCCACAGCC 
390 1 CTGGGGCTGGCTCAGGAGCTGCCCCAGCACCTGAGGGTCCTACACCTACC 
3951 ATTCAGCCATCTGGGCCCAGGTGGGGCCCTGAGCCTGGCCCAGGCCCTGG 
4001 ATGGATCCCCCCATTTGGAAGAGATCAGCTTGGCGGAAAACAACCTGGCT 
4051 GGAGGGGTCCTGCGTTTCTGTATGGAGCTCCCGCTGCTCAGACAGATAGA 
4101 CCTGGTTTCCTGTAAGATTGACAACCAGACTGCCAAGCTCCTCACCTCCA 
41 51 GCTTCACGAGCTGCCCTGCCCTGGAAGTAATCTTGCTGTCCTGGAATCTC 
4201 CTCGGGGATGAGGCAGCTGCCGAGCTGGCCCAGGTGCTGCCGAAGATGGG 
4251 CCGGCTGAAGAGAGTGGACCTGGAGAAGAATCAGATCACAGCTTTGGGGG 
4301 CCTGGCTCCTGGCTGAAGGACTGGCCCAGGGGTCTAGCATCCAAGTCATC 
4351 CGCCTCTGGAATAACCCCATTCCCTGCGACATGGCCCAGCACCTGAAGAG 
4401 CCAGGAGCCCAGGCTGGACTTTGCCTTCTTTGACAACCAGCCCCAGGCCC 
4551 CTTGGGGTACTTGA (SEQ ID NO: 23) 

FIG. 29 F 

1 GPVLTLFSHLCNGTLLPGCRVMATSRPGKLPACLPAEAAMVHMLGFDGPR 
51 VEEYVNHFFSAQPSREGALVELQTNGRLRSLCAVPALCQVACLCLHHLLP 
1 0 1 DHAPGQS VALL PNMTQL YMQMVLALS P PGHLLTS S LLDLGE VALRGLETG 
151 KVIFYAKDIAPPLIAFGATHSLLTSFRVCTGPGHQQTGYAFTHLSLQEFL 
201 AALHLMASPKVNKDTLTQYVTLHSRWVQRTKARLGLSDHLPTFLAGLASC 
251 TCRPFLSHLAQGNEDCVGAKQAAWQVLKKLATRKLTGPKWELCHCVDE 
301 TQEPELASLTAQSLPYQLPFHNFPLTCTDLATLTNILEHREAPIHLDFDG 
351 CPLEPHCP EALVGCGQ I ENL S F KS RKCGDAFAE AL SRSLPTMGRLQMLGL 
401 AGSKITARGISHLVKALPLCPQLKEVSFRDNQLSDQWLNIVEVLPHLPR 
451 LRKLDLSSNSICVSTLLCLARVAVTCPTVRMLQARERTIIFLLSPPTETT 
501 AELQRAPDLQESDGQRKGAQSRSLTLRLQKCQLQVHDAEALIALLQEGPH 
551 LEEVDLSGNQLEDEGCRLMAEAASQLHIARKLDLSDNGLSVAGVHCVLRA 
601 VSACWTLAELHI SLQHKTVI FMFAQEPEEQKGPQERAAFLDSLMLQMPSE 
651 LPLSSRRMRLTHCGLQEKHLEQLCKALGGSCHLGHLHLDFSGNALGDEGA 
701 ARLAQLLPGLGALQSLNLSENGLSLDAVLGLVRCFSTLQWLFRLDI SFES 
751 QHILLRGDKTSSLSECPLEPPSLTRLCATLKDCPGPLELQLSCEFLSDQS 
801 LETLLDCLPQLPQLSLLQLSQTGLSPKSPFLLANTLSLCPRVKKVDLRSL 
851 HHATLHFRSNEEEEGVCCGRFTGCSLSQEHVESLCWLLSKCKDLSQVDLS 
901 HNSISQESALYLLETLPSCPRVREASVNLGSEQSFRIHFSREDQAGKTLR 
951 LSECSFRPEHVSRLATGLSKSLQLTELTLTQCCLGQKQLAILLSLVGRPA 
1001 GLFSLRVQEPWADRARVLSLLEVCAQASGSVTEISISETQQQLCVQLEFP 
1 051 RQEENPEAVALRLAHCDLGAHHSLLVGQLMETCARLQQLSLSQVNLCEDD 
1 101 DASSLLLQSLLLSLSELKTFRLTSSCVSTEGLAHLASGLGHCHHLEELDL 
1 1 51 SNNQFDEEGTKALMRALEGKWMLKRLDLSHLLLNSSTLALLTHRLSQMTC 
1201 LQSLRLNRNSIGDVGCCHLSEALRAATSLEELDLSHNQIGDAGVQHLATI 
1251 LPGLPELRKI DLSGNS I S SAGGVQLAESLVLCRRLEELMLGCNALGDPTA 
1301 LGLAQELPQHLRVLHLPFSHLGPGGALSLAQALDGSPHLEEISLAENNLA 
1351 GGVLRFCMEL PLLRQI DL VS CKI DNQTAKLLTS SFTSC PALE VI LL S WNL 
1 401 LGDEAAAELAQVLPKMGRLKRVDLEKNQI TALGAWLLAEGLAQGSS IQVI 
1451 RLWNNPIPCDMAQHLKSQEPRLDFAFFDNQPQAPWGT 
(SEQ ID NO: 24) 
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ATGGACCCCGTTGGCCTCCAGCTCGGCAACAAGAACCTGTGGAGCTGTCTTGTGAGGCTG 

MDPVGLQLGNKNLWSCLVRL 
CTCACCAAAGACCCAGAATGGCTGAACGCCAAGATGAAGTTCTTCCTCCCCAACACGGAC 

LTKDPEWLNAKMKFFLPNTD 
CTGGATTCCAGGAACGAGACCTTGGACCCTGAACAGAGAGTCATCCTGCAACTCAACAAG 

LDSRNETLDPEQRVI LQLNK 
CTGCATGTCCAGGGTTCGGACACCTGGCAGTCTTTCATTCATTGCGTGTGCATGCAGCTG 

LHVQGSDTWQS F I HCVCMQL 
GAGGTGCCTCTGGACCTGGAGGTGCTTCTGCTAAGTACTTTTGGCTATGATGATGGGTTC 

EVPLDLEVLLLSTFGYDDGF 
ACCAGCCAGCTGGGAGCTGAGGGGAAAAGCCAACCTGAATCTCAGCTCCACCATGGCCTG 

TSQLGAEGKSQPE SQLHHGL 
AAGCGCCCACATCAGAGCTGTGGGTCCTCACCCCGCCGGAAGCAGTGCAAGAAGCAGCAG 

KRPHQSCGSSPRRKQCKKQQ 
CTAGAGTTGGCCAAGAAGTACCTGCAGCTCCTGCGGACCTCTGCCCAGCAGCGCTACAGG 

LELAKKYLQLLRTSAQQRYR 
AGCCAAATCCCTGGGTCAGGGCAGCCCCACGCCTTCCACCAGGTCTATGTCCCTCCAATC 

SQIPGSGQPHAFHQVYVPPI 
CTGCGCCGGGCCACAGCATCCTTAGACACTCCGGAGGGGGCCAT-TATGGGGGACGTCAAG 

LRRATAS LDTPEGAI MGDVK 
GTGGAAGATGGTGCTGACGTGAGCATCTCGGACCTCTTCAACACCAGGGTTAACAAGGGC 

VEDGADVS ISDLFNTRVNKG 
CCGAGGGTGACCGTGCTTTTGGGGAAGGCTGGCATGGGCAAGACCACGCTGGCCCACCGG 

PRVTVLLGKAGMG KTTLAHR 
CTCTGCCAGAAGTGGGCAGAGGGCCATCTGAACTGTTTCCAGGCCCTGTTCCTTTTTGAA 

LCQKWAEGHLNCFQALFLFE 
TTCCGCCAGCTCAACTTGATCACGAGGTTCCTGACACCGTCCGAGCTCCTTTTTGATCTG 

FRQLNLI TRFLTPSELLFDL 
TACCTGAGCCCTGAATCGGACCACGACACTGTCTTCCAGTACCTGGAGAAGAACGCTGAC 

YLSPESDHDT-VFQYLEKNAD 
CAAGTCCTGCTGATCTTTGATGGGCTAGATGAGGCCCTCCAGCCTATGGGTCCTGATGGC 

QVLLI FDGLDEALQPMGPDG 
CCAGGCCCAGTCCTCACCCTTTTCTCCCATCTCTGCAATGGGACCCTCCTGCCTGGCTGC 

PGPVLTLFSHLCNGTLLPGC 
CGGGTGATGGCTACCTCCCGTCCAGGGAAGCTGCCTGCCTGCCTGCCTGCAGAGGCAGCC 

RVMATSR PGKLP ACLPAEAA 
ATGGTCCACATGTTGGGCTTTGATGGGCCACGGGTGGAAGAATATGTGAATCACTTCTTC 

MVHMLGFDGPRVEEYVNHFF 
AGCGCCCAGCCATCGCGGGAGGGGGCCCTGGTGGAGTTACAGACAAATGGACGTCTCCGA 

SAQPSREGALVELQTNGRLR 
AGCCTGTGTGCGGTGCCCGCACTGTGCCAAGTCGCCTGTCTCTGCCTCCACCATCTGCTT 

SLCAVPALCQVACLCLHHLL 
CCTGACCACGCCCCAGGCCAGTCTGTGGCCCTCCTGCCCAACATGACTCAGCTCTATATG 

PDHAPGQSVALLPNMTQLYM 
CAGATGGTGCTCGCCCTCAGCCCCCCTGGGCACTTGCCCACCTCGTCCCTACTGGACCTG 

QMVLALS PPGHLPTSSL'LDL 
GGGGAGGTGGCCCTGAGGGGCCTGGAGACAGGGAAGGTTATCTTCTATGCAAAAGATATT 

GEVALRGLETGKV IFYAKDI 
GCTCCACCCTTGATAGCTTTTGGGGCCACTCACAGCCTGCTGACTTCCTTCTGCGTCTGC 

APPLIAFGATHSLLTSFCVC 
ACAGGCCCTGGGCACCAGCAGACAGGCTATGCTTTCACCCACCTCAGCCTGCAGGAGTTT 

TGPGHQQTGYAFTHLSLQEF 
CTTGCTGCCCTGCACCTGATGGCCAGCCCCAAGGTGAACAAAGACACACTTACCCAGTAT 
LAALHLMAS PKVNKDTLTQY 
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1 621 GTTAC CCT CCAT TC CCG CTGGGT A C AG CGG AC CAAAGCT AG ACTGGGCCTCTC AG ACC AC 

541VTLHSRWVQRTKARLGLSDH 
1 68 1 CTCCCCACCTTCCTGGCGGGCCTGGCATCCTGCACCTGCCGCCCCTTCCTTAGCCACCTG 

561 LPTFLAGLASCTCR P FLSHL 
1 741 GCGCAGGGCAATGAGGACTGTGTGGGTGCCAAGCAGGCTGCTGTAGTGCAGGTGTTGAAG 

581AQGNEDCVGAKQAAVVQVLK 
1 801 AAGTTGGCCACCCGCAAGCTCACAGGGCCAAAGGTTGTAGAGCTGTGTCACTGTGTGGAT 

601KLATR KLTG PKVVE L CHCVD 
1 861 GAGACACAGGAGCCTGAGCTGGCCAGTCTCACCGCACAAAGCCTCCCCTATCAACTGCCC 

621ETQE P E LAS LTAQS L PYQLP 
1 921 TTCCACAATTTCCCACTGACCTGCACCGACCTGGCCACCCTGACCAACATCCTAGAGCAC 

641FHNFPLTCTDLATLTNILEH 
1 981 AGGGAGGCCCCCATCCACCTGGATTTTGATGGCTGTCCCCTGGAGCCCCACTGCCCTGAG 

681 REAPI HLDFDGCPLEPHCPE 
204 1 GCTCTGGTAGGCTGTGGGCAGATAGAGAATCTCAGCTTTAAGAGCAGGAAGTGTGGGGAT 

701 ALVGCGQIENLSFKSRKCGD 
2101 GCCTTTGCAGAAGCCCTCTCCAGGAGCTTGCCGACAATGGGGAGGCTGCAGATGCTGGGG 

721AFAEALSRSLPTMGRLQMLG 
2161 TTAGCAGGAAGTAAAATCACTGCCCGAGGCATCAGCCACCTGGTJGAAAGCTTTGCCTCTC 

741LAGSKITARGI SHLVKALPL 
222 1 TGTCCACAGCTGAAAGAAGTCAGTTTTCGGGACAACCAGCTCAGTGACCAGGTGGTGCTG 

761CPQLKEVSFRDNQLSDQVVL 
228 1 AACATTGTGGAGGTTCTCCCTCACCTACCACGGCTCCGGAAGCTTGACCTGAGCAGCAAC 

781 NIVEVLPHLPRLRKLDLSSN 
2341 AGCATCTGCGTGTCAACCCTACTCTGCTTGGCAAGGGTGGCAGTCACGTGTCCTACCGTC 

801 S I CVS TLLCLARVAVTCPTV 
2401 AGGATGCTTCAGGCCAGGGAGCGGACCATCATCTTCCTTCTTTCCCCGCCCACAGAGACA 

821 RMLQARERTI I FLLS P PTET 
246 1 ACTGCAGAGCTACAAAGAGCTCCAGACCTGCAGGAAAGTGACGGCCAGAGGAAAGGGGCT 

841TAELQRAPDLQESDGQRKGA 
252 1 CAGAGCAGAAGCTTGACGCTCAGGCTGCAGAAGTGTCAGCTCCAGGTCCACGATGCGGAG 

861QSRSLTLRLQKCQLQVHDAE 
2581 GCCCTCATAGCCCTGCTCCAGGAAGGCCCTCACCTGGAGGAAGTGGACCTCTCAGGGAAC 

881 ALIALLQEGPHLEEVDLSGN 
264 1 CAGCTGGAAGATGAAGGCTGTCGGCTGATGGCAGAGGCTGCATCCCAGCTGCACATCGCC 

901 Q L ED E G C RLMAEAAS Q LH I A 
2701 AGGAAGCTGGACCTCAGCGACAACGGGCTTTCTGTGGCCGGGGTGCATTGTGTGCTGAGG 

921 RKLDL SDNGLSVAGVHCVLR 
276 1 GCCGTGAGTGCGTGCTGGACCCTGGCAGAGCTGCACATCAGCCTGCAGCACAAAACTGTG 

941 AVSACWTLAELHI SLQHKTV 
282 1 ATCTTCATGTTTGCCCAGGAGCCAGAGGAGCAGAAGGGGCCCCAGGAGAGGGCTGCATTT 

961 I FMFAQE PEEQKGPQERAAF 
2881 CTTGACAGCCTCATGCTCCAGATGCCCTCTGAGCTGCCTCTGAGCTCCCGAAGGATGAGG 

981 LDSLMLQMPSELPLSSRRMR 
294 1 CTGACACATTGTGGCCTCCAAGAAAAGCACCTAGAGCAGCTCTGCAAGGCTCTGGGAGGA 
1001LTHCG LQ E KHL EQLC KALGG 
3001 AGCTGCCACCTCGGTCACCTCCACCTCGACTTCTCAGGCAATGCTCTGGGGGATGAAGGT 
1021 SCHLGHLHLDFSGNALGDEG 
3061 GCAGCCCGGCTGGCTCAGCTGCTCCCAGGGCTGGGAGCTCTGCAGTCCTTGAACCTCAGT 
1041 AARLAQLLPGLGALQS L NLS 
3121 GAGAACGGTTTGTCCCTGGATGCCGTGTTGGGCTTGGTTCGGTGCTTCTCCACTCTGCAG 
1061 ENGLS LDAVLGLVRC FSTLQ 
3181 TGGCTCTTCCGCTTGGACATCAGCTTTGAAAGCCAACACATCCTCCTGAGAGGGGACAAG 
1081 WLFRLDI SFESQHILLRGDK 
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ACAAGCAGGGATATGTGGGCCACTGGATCTTTGCCAGACTTCCCAGCTGCAGCCAAGTTC 

T S R DMWATGSLPDFPAAAKF 
TTAGGGTTCCGTCAGCGCTGCATCCCCAGGAGCCTCTGCCTCAGTGAGTGTCCTCTGGAG 

LGFRQRCIPRSLC L S E C P L E 
CC CCCAAGCCTCACCCGCCTCTGTGCCACTCTGAAGGACTGCCCGGGACCCCTGGAACTG 

PPSLTRLCATLKDCPGPLEL 
CAATTGTCCTGTGAGTTCCTGAGTGACCAGAGCCTGGAGACTCTACTGGACTGCTTACCT 

QLSCEFLSDQSLETLLDCLP 
CAACTCCCTCAGCTGAGCCTGCTGCAGCTGAGCCAGACGGGACTGTCCCCGAAAAGCCCC 

QLPQLSLLQLSQTGLSPKSP 
TTCCTGCTGGCCAACACCTTAAGCCTGTGTCCACGGGTTAAAAAGGTGGATCTCAGGTCC 

FLLANTLSLC PRVKKVDLRS 
CTGCACCATGCAACTTTGCACTTCAGATCCAACGAGGAGGAGGAAGGCGTGTGCTGTGGC 

LHHATLHFRSNEEEEGVCCG 
AGGTTCACAGGCTGCAGCCTCAGCCAGGAGCACGTAGAGTCACTCTGCTGGTTGCTGAGC 

RFTGCSLSQEHVESLCWLLS 
AAGTGTAAAGACCTCAGCCAGGTGGATCTCTCAGCAAACCTGCTGGGCGACAGCGGACTC 

KCKDLSQVD LSANLLGDSGL 
AGATGCCTTCTGGAATGTCTGCCGCAGGTGCCCATCTCCGGTT-XGCTTGATCTGAGTCAC 

RCLLECLPQVPI SGLLD L S H 
AACAGCATTTCTCAGGAAAGTGCCCTGTACCTGCTGGAGACACTGCCCTCCTGCCCACGT 

NSISQESALYLLETLPSCPR 
GTCCGGGAGGCCTCAGTGAACCTGGGCTCTGAGCAGAGCTTCCGGATTCACTTCTCCAGA 

VREASVNLGSEQSFRIHFSR 
GAGGACCAGGCTGGGAAGACACTCAGGCTAAGTGAGTGCAGCTTCCGGCCAGAGCACGTG 

EDQAGKTLRLSECSFRPEHV 
TCCAGGCTGGCCACCGGCTTGAGCAAGTCCCTGCAGCTGACGGAGCTCACGCTGACCCAG 

SRLATGLSKSLQLTELTLTQ 
TGCTGCCTGGGCCAGAAGCAGCTGGCCATCCTCCTGAGCTTGGTGGGGCGACCCGCAGGG 

CCLGQKQLAI LLSLVGRPAG 
CTGTTCAGCCTCAGGGTGCAGGAGCCGTGGGCGGACAGAGCCAGGGTTCTCTCCCTGTTA 

L FS LRVQE PWADRARVLS LL 
GAAGTCTGCGCCCAGGCCTCAGGCAGTGTCACTGAAATCAGCATCTCCGAGACCCAGCAG 

EVCAQASGSVT E I S I SETQQ 
CAGCTCTGTGTCCAGCTGGAATTTCCTCGCCAGGAAGAGAATCCAGAAGCTGTGGCACTC 

QLCVQLEFPRQEENPEAVAL 
AGGTTGGCTCACTGTGACCTTGGAGCCCACCACAGCCTTCTTGTCGGGCAGCTGATGGAG 

RLAHCDLGAHHS LLVGQLME 
ACATGTGCCAGGCTGCAGCAGCTCAGCTTGTCTCAGGTTAACCTCTGTGAGGACGATGAT 

TCARLQQLSLSQVNLCEDDD 
GCCAGTTCCCTGCTGCTGCAGAGCCTCCTGCTGTCCCTCTCTGAGCTGAAGACATTTCGG 

ASSLLLQSLLLSLSELKTFR 
CTGACCTCCAGCTGTGTGAGCACCGAGGGCCTCGCCCACCTGGCATCTGGTCTGGGCCAC 

LTSSCVSTEGLAHLASGLGH 
TGCCACCACTTGGAGGAGCTGGACTTGTCTAACAATCAATTTGATGAGGAGGGCACCAAG 

CHHLEELDLSNNQFDEEGTK 
GCGCTGATGAGGGCCCTTGAGGGGAAATGGATGCTAAAGAGGCTGGACCTCAGTCACCTT 

ALMRALEGKWMLKRLDLSHL 
CTGCTGAACAGCTCCACCTTGGCCTTGCTTACTCACAGACTAAGCCAGATGACCTGCCTG 

LLNSSTLALLTHRLSQMTCL 
CAGAGCCTCAGACTGAACAGGAACAGTATCGGTGATGTCGGTTGCTGCCACCTTTCTGAG 

QSLRLNRNS I GDVGCCHLSE 
GCTCTCAGGGCTGCCACCAGCCTAGAGGAGCTGGACTTGAGCCACAACCAGATTGGAGAC 

ALRAATSLEELDLSHNQIGD 



FIG. 30C 

48/68 



10/511989 

■ WO 2004/03J093 PCT/US2003/013562 

Rec'd PCT7PT0 21 OCT 2004 



486 1 GCTGGTGTCCAGCACTTAGCTACCATCCTGCCTGGGCTGCCAGAGCTCAGGAAGATAGAC 
2541 AGVQHLATILPGLPELRKID 
4921 CTCTCAGGGAATAGCATCAGCTCAGCCGGGGGAGTGCAGTTGGCAGAGTCTCTCGTTCTT 
2561 LSGNS I SSAGGVQLAESLVL 
4981 TGCAGGCGCCTGGAGGAGTTGATGCTTGGCTGCAATGCCCTGGGGGATCCCACAGCCCTG 
2581 CRRL EELMLGCNALGDPTAL 
5041 GGGCTGGCTCAGGAGCTGCCCCAGCACCTGAGGGTCCTACACCTACCATTCAGCCATCTG 
2601 GLAQELPQHLRVLHL PFSHL 
5101 GGCCCAGGTGGGGCCCTGAGCCTGGCCCAGGCCCTGGATGGATCCCCCCATTTGGAAGAG 
2621 GPGGAL SLAQALDGS PHLEE 
5161 ATCAGCTTGGCGGAAAACAACCTGGCTGGAGGGGTCCTGCGTTTCTGTATGGAGCTCCCG 
2641 ISLAENNLAGGVLRFCMELP 
5221 CTGCTCAGACAGATAGACCTGGTTTCCTGTAAGATTGACAACCAGACTGCCAAGCTCCTC 
2661 LLRQIDLVSCKIDNQTAKLL 
5281 ACCTCCAGCTTCACGAGCTGCCCTGCCCTGGAAGTAATCTTGCTGTCCTGGAATCTCCTC 
2681 TSSFTSCPALEVILLSWNLL 
5341 GGGGATGAGGCAGCTGCCGAGCTGGCCCAGGTGCTGCCGAAGATGGGCCGGCTGAAGAGA 
2701 GDEAAAELAQVLPKMGRLKR 
540 1 GTGGACCTGGAGAAGAATCAGATCACAGCTTTGGGGGCCTGGCXCCTGGCTGAAGGACTG 
2721 VDLEKNQITALGAWLLAEGL 
5464 GCCCAGGGGTCTAGCATCCAAGTCATCCGCCTCTGGAATAACCCCATTCCCTGCGACATG 
2741 AQGSSIQVIRLWNNPIPCDM 
5521 GCCCAGCACCTGAAGAGCCAGGAGCCCAGGCTGGACTTTGCCTTCTTTGACAACCAGCCC 
2761 AQHLKSQEPRLDFAFFDNQP 
5581 CAGGCCCCTTGGGGTACTTGA (SEQ ID NO: 183) 
2781 Q A P W G T - (SEQ ID NO: 184) 
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1 ATGAGGAAGCAAGAGGTGCGGACGGGCAGGGAGGCCGGCCAGGGCCACGG 
51 TACGGGCTCCCCAGCCGAGCAGGTGAAAGCCCTCATGGATCTGCTGGCTG 
1 0 1 GGAAGGGCAGTCAAGGCTCCCAGGCCCCGCAGGCCCTGGATAGGACACCG 
1 51 GATGCCCCGCTGGGGCCCTGCAGCAATGACTCAAGGATACAGAGGCACCG 
20 1 CAAGGCCCTGCTGAGCAAGGTGGGAGGTGGCCCGGAGCTGGGCGGACCCT 
251 GGCACAGGCTGGCCTCCCTCCTGCTGGTGGAGGGCCTGACGGACCTGCAG 
30 1 CTGAGGGAACACGACTTCACACAGGTGGAGGCCACCCGCGGGGGCGGGCA 
351 CCCCGCCAGGACCGTCGCCCTGGACCGGCTCTTCCTGCCTCTCTCCCGGG 
40 1 TGTCTGTCCCACCCCGGGTCTCC ATCACTATCGGGGTGGCCGGCATGGGC 
451 AAGACCACCCTGGTGAGGCACTTCGTCCGCCTCTGGGCCCATGGGCAGGT 
501 CGGCAAGGACTTCTCGCTGGTGCTGCCTCTGACCTTCCGGGATCTCAACA 
551 CCCACGAGAAGCTGTGTGCCGACCGACTCATCTGCTCGGTCTTCCCGCAC 
601 GTCGGGGAGCCCAGCCTGGCGGTGGCAGTCCCAGCCAGGGCCCTCCTGAT 
651 CCTGGACGGCTTGGATGAGTGCAGGACGCCTCTGGACTTCTCCAACACCG 
70 1 TGGCCTGCACGGACCCAAAGAAGGAGATCCCGGTGGACCACCTGATCACC 
751 AACATCATCCGTGGCAACCTCTTTCCGGAAGTTTCCATCTGGATCACCTC 
801 CCGTCCCAGTGCATCTGGCCAGATCCCAGGGGGCCTGGTGGACCGGATGA 
851 CGGAGATCCGGGGCTTTAACGAGGAGGAGATCAAGGTGTGTTTGGAGCAG 
901 ATGTTCCCCGAGGACCAGGCCCTTCTGGGCTGGATGCTGAGCCAAGTGCA 
951 GGCTGACAGGGCCCTGTACCTGATGTGCACCGTCCCAGCCTTCTGCAGGC 
1 001 TCACGGGGATGGCGCTAGGCCACCTGTGGCGCAGCAGGACGGGGCCCCAG 
1 051 GATGCAGAGCTGTGGCCCCCGAGGACCCTGTGCGAGCTCTACTCATGGTA 
1 101 CTTTAGGATGGCCCTCAGCGGGGAGGGGCAGGAGAAGGGCAAGGCAAGCC 
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1 151 CTCGCATCGAGCAGGTGGCCCATGGTGGCCGCAAGATGGTGGGGACATTG 
1 201 GGCCGTCTGGCCTTCCATGGGCTGCTCAAGAAGAAATACGTGTTTTACGA 
1 251 GCAAGACATGAAGGCGTTTGGTGTAGACCTCGCTCTGCTGCAGGGCGCCC 
1 301 CGTGCAGCTGCTTCCTGCAGAGAGAGGAGACGTTGGCATCGTCAGTGGCC 
1 351 TACTGCTTCACCCACCTGTCCCTGCAGGAGTTTGTGGCAGCCGCGTATTA 
1 401 CTATGGCGCATCCAGGAGGGCCATCTTCGACCTCTTCACTGAGAGCGGCG 
1 451 TATCCTGGCCCAGGCTGGGCTTCCTCACGCATTTCAGGAGCGCAGCCCAG 
1 501 CGGGCCATGCAGGCAGAGGACGGGAGGCTGGACGTGTTCCTGCGCTTCCT 
1 551 CTCCGGCCTCTTGTCTCGGAGGGTCAATGCCCTCCTGGCCGGCTCCCTGC 
1 601 TGGCCCAAGGCGAGCACCAGGCCTACCGGACCCAGGTGGCTGAGCTCCTG 
1 651 CAGGGCTGCCTGCGCCCCGATGCCGCAGTCTGTGCACGGGCCATCAACGT 
1 701 GTTGCACTGCCTGCATGAGCTGCAGCACACCGAGCTGGCCCGCAGCGTGG 
1 751 AGGAGGCCATGGAGAGCGGGGCCCTGGCCAGGCTGACTGGTCGCGCGCAC 
1 801 CGCGCTGCCCTGGCCTAGCTCCTGCAGGTGTCCGACGCCTGTGCCCAGGA 
1 851 GGCCAACCTGTCCCTGAGCCTCAGCCAGGGCGTCCTTCAGAGCCTGCTGC 
1 901 CCCAGCTGCTCTACTGCCGGAAGCTCAGGCTGCGTTACTTCAGTCTCTCC 
1 951 CGTCGCCTGGTCATCTTCTCCCTGTGTCTGTCTCGAeATGGTGCTGTCCT 
2001 CTCTTTTTTTTTGAGATGGAGTCTTGCTCTGTCGCCCAGGCTGGAATACA 
2051 GTGGCGCGATCTGAGCTCACTGCAAACGCTGCCTCCTGGGTTCAAGCGAT 
2101 TCTCCTGCCTCAGCCTCCCTAGTAGCTGGGATTACAGGTGCCCGCCATGA 
21 51 TGCCTGGCTAATTTTTGTGTTTTTAGTAGAGACGGGGTTTGACCATGTTG 
2201 GCCAGGCTGCTCTCAAACTCCTGACCTCAG (SEQ ID NO: 25) 
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1 MRKQEVRTGREAGQGHGTGSPAEQVKALMDLLAGKGSQGSQAPQALDRTP 

51 DAPLGPCSNDSRIQRHRKALLSKVGGGPEIiGGPWHRLASLLLVEGLTDLQ 

101 LREHDFTQVEATRGGGHPARTVALDRLFLPLSRVSVPPRVSITIGVAGMG 

1 51 KTTLVRHFVRLWAHGQVGKDFSLVLPLTFRDLNTHEKLCADRLICSVFPH 

201 VGEPSLAVAVPARALLILDGLDECRTPLDFSNTVACTDPKKEIPVDHLIT 

251 NIIRGNLFPEVSIWITSRPSASGQIPGGLVDRMTEIRGFNEEEIKVCLEQ 

301 MFPEDQALLGWMLSQVQADRALYLMCTVPAFCRLTGMALGHLWRSRTGPQ 

351 DAELWPPRTLCELYSWYFRMALSGEGQEKGKASPRIEQVAHGGRKMVGTL 

401 GRLAFHGLLKKKYVFYEQDMKAFGVDLALLQGAPCSCFLQREETLASSVA 

451 YCFTHLSLQEFVAAAYYYGASRRAIFDLFTESGVSWPRLGFLTHFRSAAQ 

501 RAMQAEDGRLDVFLRFLSGLLSPRVNALLAGSLLAQGEHQAYRTQVAELL 

551 QGCLRPDAAVCARAINVLHCLHELQHTELARSVEEAJVIESGALARLTGPAH 

601 RAALAYLLQVSDACAQEANLSLSLSQGVLQSLLPQLLYCRKLRLRYFSLS 

651 RRIiVIFSLCLSPHGAVLSFFLRWSLALSPRLEYSGAISAHCKRCLLGSSD 

701 SPASAS LVAG I TG ARHHAWL I FVFLVETG FHH VGQ AALKLLTS 
(SEQ ID NO: 2 6) 
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701 
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1 ATTCCCAGGGCATCTACCACCACGCAGCTGGAGCAGGGCTGAGCCCAGGA 
51 GCATGGAGATGGACGCCCCCAGGCCCCCCAGTCTTGCTGTCCCTGGAGCA 
191 GCATCGAGGCCCGGGAGAACTGTGGACAACGGAAGGCTGAGCCCCATCCA 
TTGAGTTCCTGGGGCCCCACTGGAGGGGCTGCTGTGGCCAGGGTGCACGG 
TCACAAATGAAGACACCAAGGCGCAGAGAGGTGACTCAGCCTGCCCTCAG 
TCACCTATCTGCTCCTGGAGGTGATCCCCGACTCCATGAGGAAGCAAGAG 
GTGCGGACGGGCAGGGAGGCCGGCCAGGGCCACGGTACGGGCTCCCCAGC 
401 CGAGCAGGTGAAAGCCCTCATGGATCTGCTGGCTGGGAAGGGCAGTCAAG 
45 1 GCTCCCAGGCCCCGCAGGCCCTGGATAGGACACCGGATGCCCCGCTGGGG 
501 CCCTGCAGCAATGACTCAAGGATACAGAGGCACCGCAAGGCCCTGCTGAG 
551 CAAGGTGGGAGGTGGCCCGGAGCTGGGCGGACCCTGGCACAGGCTGGCCT 
60 1 CCCTCCTGCTGGTGGAGGGCCTGACGGACCTGCAGCTGAGGGAACACGAC 
651 TTCACACAGGTGGAGGCCACCCGCGGGGGCGGGCACCCCGCCAGGACCGT 
CGCCCTGGACCGGCTCTTCCTGCCTCTCTCCCGGGTGTCTGTCCCACCCC 
GGGTCTCCATCACTATCGGGGTGGCCGGCATGGGCAAGACCACCCTGGTG 
AGGCACTTCGTCCGCCTCTGGGCCCATGGGCAGGTCGGCAAGGACTTCTC 
GCTGGTGCTGCCTCTGACCTTCCGGGATCTCAACACCCACGAGAAGCTGT 
§51 GTGCCGACCGACTCATCTGCTCGGTCTTCCCGCACGTCGGGGAGCCCAGC 
1 00 1 CTGGCGGTGGCAGTCCCAGCCAGGGCCCTCCTGATCCTGGACGGCTTGGA 
1 051 TGAGTGCAGGACGCCTCTGGACTTCTCCAACACCGTGGCCTGCACGGACC 
1101 CAAAGAAGGAGATCCCGGTGGACCACCTGATCACCAACATCATCCGTGGC 
1 151 AACCTCTTTCCGGAAGTTTCCATCTGGATCACCTCCCGTCCCAGTGCATC 
1 20 1 TGGCCAGATCCCAGGGGGCCTGGTGGACCGGATGACGGAGATCCGGGGCT 
TTAACGAGGAGGAGATCAAGGTGTGTTTGGAGCAGATGTTCCCCGAGGAC 
CAGGCCCTTCTGGGCTGGATGCTGAGCCAAGTGCAGGCTGACAGGGCCCT 
GTACCTGATGTGCACCGTCCCAGCCTTCTGCAGGCTCACGGGGATGGCGC 
TAGGCCACCTGTGGCGCAGCAGGACGGGGCCCCAGGATGCAGAGCTGTGG 
1 501 CCCCCGAGGACCCTGTGCGAGCTCTACTCATGGTACTTTAGGATGGCCCT 
1 551 CAGCGGGGAGGGGCAGGAGAAGGGCAAGGCAAGCCCTCGCATCGAGCAGG 
1 601 TGGCCCATGGTGGCCGCAAGATGGTGGGGACATTGGGCCGTCTGGCCTTC 
1 651 CATGGGCTGCTCAAGAAGAAATACGTGTTTTACGAGCAAGACATGAAGGC 
1 701 GTTTGGTGTAGACCTCGCTCTGCTGCAGGGCGCCCCGTGCAGCTGCTTCC 
1 onl TGCAGAGAGAGGAGACGTTGGCATCGTCAGTGGCCTACTGCTTCACCCAC 
\ g§1 CTGTCCCTGCAGGAGTTTGTGGCAGCCGCGTATTACTATGGCGCATCCAG 
1 2x1 GAGGGCCATCTTCGACCTCTTCACTGAGAGCGGCGTATCCTGGCCCAGGC 
1 951 TGGGCTTCCTCACGCATTTCAGGAGCGCAGCCCAGCGGGCCATGCAGGCA 
2001 GAGGACGGGAGGCTGGACGTGTTCCTGCGCTTCCTCTCCGGCCTCTTGTC 
2051 TCCGAGGGTCAATGCCCTCCTGGCCGGCTCCCTGCTGGCCCAAGGCGAGC 
2101 ACCAGGCCTACCGGACCCAGGTGGCTGAGCTCCTGCAGGGCTGCCTGCGC 
2151 CCCGATGCCGCAGTCTGTGCACGGGCCATCAACGTGTTGCACTGCCTGCA 
2201 TGAGCTGCAGCACACCGAGCTGGCCCGCAGCGTGGAGGAGGCCATGGAGA 
2251 GCGGGGCCCTGGCCAGGCTGACCGGTCCCGCGCACCGCGCTGCCCTGGCC 
2301 TACCTCCTGCAGGTGTCCGACGCCTGTGCCCAGGAGGCCAACCTGTCCCT 
2351 GAGCCTCAGCCAGGGCGTCCTTCAGAGCCTGCTGCCCCAGCTGCTCTACT 
P^ch GCCGGAAGCTCAGGCTGGACACCAACCAGTTCCAGGACCCCGTGATGGAG 
2501 CTGCTGGGCAGCGTGCTGAGTC 

2551 CTTGGCGGAGAACCAGATCAGTAACAAAGGGGCCAAAGCTCTGGCCAGAT 
2601 CCCTCTTGGTCAACAGAAGTCTGACCTCTCTGGACCTCCGCGGTAACTCC 
2651 ATTGGACCACAAGGGGCCAAGGCGCTGGCAGACGCTTTGAAGATCAACCG 
2701 CACCCTGACCTCCCTGAGCCTCCAGGGCAACACCGTTAGGGATGATGGTG 
2751 CCAGGTCCATGGCTGAGGCCTTGGCCTCCAACCGGACCCTCTCCATGCTG 
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280 1 CACCTGCAGAAGAACAGCATCGGGCCCATGGGAGCCCAGCGGATGGCAGA 
2851 TGCCTTGAAGCAGAACAGGAGTCTGAAAGAGCTCATGTTCTCCAGTAATA 
2901 GTATTGGTGATGGAGGTGCCAAGGCCCTGGCTGAGGCCCTGAAGGTGAAC 
2951 CAGGGCCTGGAGAGCCTGGACCTGCAGAGCAATTCCATCAGTGACGCAGG 
3001 AGTGGCAGCACTGATGGGGGCCCTCTGCACCAACCAGACCCTCCTCAGCC 
3051 TCAGCCTTCGAGAAAACTCCATCAGTCCCGAGGGAGCCCAGGCCATCGCT 
3151 CATGCCCTCTGCGCCAACAGCACCCTGAAGAACCTGGACCTGACAGCCAA 
320 1 CCTCCTCCACGACCAGGGTGCCCGGGCCATCGCAGTGGCAGTGAGAGAAA 
3251 ACCGCACCCTCACCTCCCTTCACCTGCAGTGGAACTTCATCCAGGCCGGC 
3301 GCTGCCCAGGCCCTGGGACAAGCACTACAGCTCAACAGGAGCCTCACCAG 
3351 CTTAGATTTACAGGAGAACGCCATCGGGGATGACGGAGCGTGTGCGGTGG 
3401 CCCGTGCACTGAAGGTCAACACAGCCCTCACTGCTCTCTATCTCCAGGTG 
3451 GCCTCAATTGGTGCTTCAGGCGCCCAGGTGCTAGGGGAAGCCTTGGCTGT 
3501 GAACAGAACCTTGGAGATTCTCGACTTAAGAGGAAATGCCATTGGGGTGG 
3551 CTGGAGCCAAAGCCCTGGCAAATGCTCTGAAGGTAAACTCAAGTCTCCGG 
3601 AGACTCAATCTTCAAGAGAATTCTCTGGGGATGGACGGGGCGATATGCAT 
3651 TGCCACAGCACTGTCTGGAAACCACAGGCTCCAGCA-TATGAATCTCCAGG 
3701 GAAACCACATTGGGGACTCCGGGGCCAGGATGATCTCAGAGGCCATCAAG 
3751 ACAAATGCTCCCACGTGCACTGTTGAAATGTGATCCTGG 
(SEQ ID NO: 2 7) 
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MRKQEVRTGREAGQGHGTGSPAEQVKALMDLLAGKGSQGSQAPQALDRTP 
51 DAPLGPCSNDSRIQRHRKALLSKVGGGPELGGPWHRLASLLLVEGLTDLQ 
' ~' LREHDFTQVEATRGGGHPARTVALDRLFLPLSRVSVPPRVSITIGVAGMG 
151 KTTLVRHFVRLWAHGQVGKDFSLVLPLTFRDLNTHEKLCADRLICSVFPH 
f£\ VGEPSLAVAVPARALLILDGLDECRTPLDFSNTVACTDPKKEIPVDHLIT 
oqJ NIIRGNLFPEVSIWITSRPSASGQIPGGLVDRMTEIRGFNEEEIKVCLEQ 
351 MFPEDQALLGWMLSQVQADRALYLMCTVPAFCRLTGMALGHLWRSRTGPQ 
401 DAELWPPRTLCELYSWYFRMALSGEGQEKGKASPRIEQVAHGGRKMVGTL 
451 GRLAFHGLLKKKYVFYEQDMKAFGVDLALLQGAPCSCFLQREETLASSVA 
501 YCFTHLSLQEFVAAAYYYGASRRAIFDLFTESGVSWPRLGFLTHFRSAAQ 
551 RAMQAEDGRLDVFLRFLSGLLSPRVNALLAGSLLAQGEHQAYRTQVAELL 
601 QGCLRPDAAVCARAINVLHCLHELQHTELARSVEEAMESGALARLTGPAH 
651 RAALAYLLQVSDACAQEANLSLSLSQGVLQSLLPQLLYCRKLRLDTNQFQ 
701 DPVMELLGSVLSGKDCRIQKISLAENQISNKGAKALARSLLVNRSLTSLD 
£51 LRGN S I G P QG AKAL AD AL K I NRT LT S L S LQGNT VRDDG AR S MAE ALA S NR 
05-, TLSMLHLQKNSIGPMGAQRP4ADALKQNRSLKELMFSSNSIGDGGAKALAE 
90 1 ALKVNQGLESLDLQSNS I SDAGVAALMGALCTNQTLLSLSLRENS I S PEG 
951 AQAIAHALCANSTLKNLDLTANLLHDQGARAIAVAVRENRTLTSLHLQWN 
1001 FIQAGAAQALGQALQLNRSLTSLDLQENAIGDDGACAVARALKVNTALTA 
1051 LYLQVAS I GASGAQVLGEALAVNRTLE I LDLRGNA I G VAGAKALANALKV 
1101 NS S LRRLNLQENSLGMDG A I C I ATALSGNHRL.QH I NLQGNH I GDSGARM I 
1151 SEAI KTNAPTCTVEM (SEQ ID NO: 28) 
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+p65, 500 ng/WELL 

1 ATGGCAAGCACCCGCTGCAAGCTGGCCAGGTACGTGGAGGACCTGGAGGA 
51 TGTGGACTTGAAGAAATTTAAGATGCACTTAGAGGACTATCCTCCCCAGA 
101 AGGGCTGCATCCCCCTCCCGAGGGGTCAGACAGAGAAGGCAGACCATGTG 
1 51 GATCTAGCCACGCTAATGATCGACTTCAATGGGGAGGAGAAGGCGTGGGC 
20 1 CATGGCCGTGTGGATCTTCGCTGCGATCAACAGGAGAGACCTTTATGAGA 
251 AAGCAAAAAGAGATGAGCCGAAGTGGGGTTAG (SEQ ID NO: 2 9) 

FIG. 42A 

1 MASTRCKLARYLEDLEDVDLKKFKMHLEDYPPQKGCI PLPRGQTEKADHV 
5 1 D LATLM I D FNGEE KAWAMAVW I F AA I NRRDL Y E KAKRDEP KWG 
. (SEQ ID NO:30) 

FIG. 42B 

1 ATGGCAAGCACCCGCTGCAAGCTGGCCAGGTACCTGGAGGACCTGGAGGA 
5 1 TGTGGACTTGAAGAAATTTAAGATGCACTTAGAGGACTATCCTCCCCAGA 
101 AGGGCTGCATCCCCCTCCCGAGGGGTCAGACAGAGAAGGCAGACCATGTG 
1 51 GATCTAGCCACGCTAATGATCGACTTCAATGGGGAGGAGAAGGCGTGGGC 
20 1 CATGGCCGTGTGGATCTTCGCTGCGATCAACAGGAGAGACCTTTATGAGA 
251 AAGCAAAAAGAGATGAGCCGAAGTGGGGTTCAGATAATGCACGTGTTTCG 
30 1 AATCCCACTGTGATATGCCAGGAAGACAGCATTGAAGAGGAGTGGATGGG 
35 1 TTTACTGGAGTACCTTTCGAGAATCTCTATTTGTAAAATGAAGAAAGATT 
40 1 ACCGTAAGAAGTACAGAAAGTACGTGAGAAGCAGATTCCAGTGCATTGAA 
45 1 GACAGGAATGCCCGTCTGGGTGAGAGTGTGAGCCTCAACAAACGCTACAC 
50 1 ACGACTGCGTCTCATCAAGGAGCACCGGAGCCAGCAGGAGAGGGAGCAGG 
551 AGCTTCTGGCCATCGGCAAGACCAAGACGTGTGAGAGCCCCGTGAGTCCC 
60 1 ATTAAGATGGAGTTGCTGTTTGACCCCGATGATGAGCATTCTGAGCCTGT 
651 GCACACCGTGGTGTTCCAGGGGGCGGCAGGGATTGGGAAAACAATCCTGG 
70 1 CCAGGAAGATGATGTTGGACTGGGCGTCGGGGACACTCTACCAAGACAGG 
751 TTTGACTATCTGTTCTATATCCACTGTCGGGAGGTGAGCCTTGTGACACA 
80 1 GAGGAGCCTGGGGGACCTGATCATGAGCTGCTGCCCCGACCCAAACCCAC 
851 CCATCCACAAGATCGTGAGAAAACCCTCCAGAATCCTCTTCCTCATGGAC 
90 1 GGCTTCGATGAGCTGCAAGGTGCCTTTGACGAGCACATAGGACCGCTCTG 
951 CACTGACTGGCAGAAGGCCGAGCGGGGAGACATTCTCCTGAGCAGCCTCA 
1 00 1 TCAGAAAGAAGCTGCTTCCCGAGGCCTCTCTGCTCATCACCACGAGACCT 
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1 051 GTGGCCCTGGAGAAACTGCAGCACTTGCTGGACCATCCTCGGCATGTGGA 
1 101 GATCCTGGGTTTCTCCGAGGCCAAAAGGAAAGAGTACTTCTTCAAGTACT 
1151 TCTCTGATGAGGCCCAAGCCAGGGCAGCCTTCAGTCTGATTCAGGAGAAC 
1 201 GAGGTCCTCTTCACCATGTGCTTCATCCCCCTGGTCTGCTGGATCGTGTG 
1251 CACTGGACTGAAACAGCAGATGGAGAGTGGCAAGAGCCTTGCCCAGACAT 
1 301 CCAAGACCACCACCGCGGTGTACGTCTTCTTCCTTTCCAGTTTGCTGCAG 
1 351 CCCCGGGGAGGGAGCCAGGAGCACGGCCTCTGCGCCCACCTCTGGGGGCT 
1 401 CTGCTCTTTGGCTGCAGATGGAATCTGGAACCAGAAAATCCTGTTTGAGG 
1 451 AGTCCGACCTCAGGAATCATGGACTGCAGAAGGCGGATGTGTCTGCTTTC 
1 501 CTGAGGATGAACCTGTTCCAAAAGGAAGTGGACTGCGAGAAGTTCTACAG 
1 551 CTTCATCCACATGACTTTCCAGGAGTTCTTTGCCGCCATGTACTACCTGC 
1 601 TGGAAGAGGAAAAGGAAGGAAGGACGAACGTTCCAGGGAGTCGTTTGAAG 
1 651 CTTCCCAGCCGAGACGTGACAGTCCTTCTGGAAAACTATGGCAAATTCGA 
1 701 AAAGGGGTATTTGATTTTTGTTGTACGTTTCCTCTTTGGCCTGGTAAACC 
1 751 AGGAGAGGACCTCCTACTTGGAGAAGAAATTAAGTTGCAAGATCTCTCAG 
1 801 CAAATCAGGCTGGAGCTGCTGAAATGGATTGAAGTGAAAGCCAAAGCTAA 
1 851 AAAGCTGCAGATCCAGCCCAGCCAGCTGGAATTGTTCTACTGTTTGTACG 
1 901 AGATGCAGGAGGAGGACTTCGTGCAAAGGGCCATGGACTATTTCCCCAAG 
1 951 ATTGAGATCAATCTCTCCACCAGAATGGACCACATGGTTTCTTCCTTTTG 
2001 CATTGAGAACTGTCATCGGGTGGAGTCACTGTCCCTGGGGTTTCTCCATA 
2051 ACATGCCCAAGGAGGAAGAGGAGGAGGAAAAGGAAGGCCGACACCTTGAT 
2101 ATGGTGCAGTGTGTCCTCCCAAGCTCCTCTCATGCTGCCTGTTCTCATGG 
2151 ATAG (SEQ ID NO: 31 

FIG. 42D 

1 MASTRCKLARYLEDLEDVDLKKFKMHLEDYPPQKGCI PLPRGQTEKADHV 
51 DLATLMIDFNGEEKAWAHAVWIFAAINRRDLYEKAKRDEPKWGSDNARVS 
101 NPTVICQEDSIEEEWMGLLEYLSRISICKMKKDYRKKYRKYVRSRFQCIE 
151 DRNARLGESVSLNKRYTRLRLIKEHRSQQEREQELLAIGKTKTCESPVSP 
201 I KMELLFDPDDEHSEPVHTWFQGAAGIGKTILARKMMLDWASGTLYQDR 
251 FDYLFYIHCREVSLVTQRSLGDLIMSCCPDPNPPIHKI VRKPSRILFLMD 
301 GFDELQGAFDEHIGPLCTDWQKAERGDILLSSLIRKKLLPEASLLITTRP 
351 VALEKLQHLLDHPRHVEILGFSEAKRKEYFFKYFSDEAQARAAFSLIQEN 
401 EVLFTMCFIPLVCWIVCTGLKQQMESGKSLAQTSKTTTAVYVFFLSSLLQ 
451 PRGGSQEHGLCAHLWGLCSLAADGIWNQKILFEESDLRNHGLQKADVSAF 
501 LRMNLFQKEVDCEKFYSFIHMTFQEFFAAMYYLLEEEKEGRTNVPGSRLK 
551 LPSRDVTVLLENYGKFEKGYLIFWRFLFGLVNQERTSYLEKKLSCKISQ 
60 1 Q I RLELLKW I EVKAKAKKLQI QPSQLELFYCLYEMQEEDFVQRAMDYFPK 
651 IEINLSTRMDHMVSSFCIENCHRVESLSLGFLHNMPKEEEEEEKEGRHLD 
701 MVQCVLPSSSHAACSHG (SEQ ID NO: 32) 

FIG. 42E 

1 ATGGCAAGCACCCGCTGCAAGCTGGCCAGGTACCCCACTGTGATATGCCA 
51 GGAAGACAGCATTGAAGAGGAGTGGATGGGTTTACTGGAGTACCTTTCGA 
1 0 1 GAATCTCTATTTGTAAAATGAAGAAAGATTACCGTAAGAAGTACAGAAAG 
151 TACGTGAGAAGCAGATTCCAGTGCATTGAAGACAGGAATGCCCGTCTGGG 
201 TGAGAGTGTGAGCCTCAACAAACGCTACACACGACTGCGTCTCATCAAGG 
251 AGCACCGGAGCCAGCAGGAGAGGGAGCAGGAGCTTCTGGCCATCGGCAAG 
30 1 ACCAAGACGTGTGAGAGCCCCGTGAGTCCCATTAAGATGGAGTTGCTGTT 
351 TGACCCCGATGATGAGCATTCTGAGCCTGTGCACACCGTGGTGTTCCAGG 
40 1 GGGCGGCAGGGATTGGGAAAACAATCCTGGCCAGGAAGATGATGTTGGAC 
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45 1 TGGGCGTCGGGGACACTCTACCAAGACAGGTTTGACTATCTGTTCTATAT 
501 CCACTGTCGGGAGGTGAGCCTTGTGACACAGAGGAGCCTGGGGGACCTGA 
551 TCATGAGCTGCTGCCCCGACCCAAACCCACCCATCCACAAGATCGTGAGA 
60 1 AAACCCTCCAGAATCCTCTTCCTCATGGACGGCTTCGATGAGCTGCAAGG 
65 1 TGCCTTTGACGAGCACATAGGACCGCTCTGCACTGACTGGCAGAAGGCCG 
70 1 AGCGGGGAGACATTCTCCTGAGCAGCCTCATCAGAAAGAAGCTGCTTCCC 
751 GAGGCCTCTCTGCTCATCACCACGAGACCTGTGGCCCTGGAGAAACTGCA 
801 GCACTTGCTGGACCATCCTCGGCATGTGGAGATCCTGGGTTTCTCCGAGG 
851 CCAAAAGGAAAGAGTACTTCTTCAAGTACTTCTCTGATGAGGCCCAAGCC 
90 1 AGGGCAGCCTTCAGTCTGATTCAGGAGAACGAGGTCCTCTTCACCATGTG 
95 1 CTTCATCCCCCTGGTCTGCTGGATCGTGTGCACTGGACTGAAACAGCAGA 
1 001 TGGAGAGTGGCAAGAGCCTTGCCCAGACATCCAAGACCACCACCGCGGTG 
1 051 TACGTCTTCTTCCTTTCCAGTTTGCTGCAGCCCCGGGGAGGGAGCCAGGA 
1 101 GCACGGCCTCTGCGCCCACCTCTGGGGGCTCTGCTCTTTGGCTGCAGATG 
1151 GAATCTGGAACCAGAAAATCCTGTTTGAGGAGTCCGACCTCAGGAATCAT 
1 201 GGACTGCAGAAGGCGGATGTGTCTGCTTTCCTGAGGATGAACCTGTTCCA 
1 251 AAAGGAAGTGGACTGCGAGAAGTTCTACAGCTTCATCCACATGACTTTCC 
1 301 AGGAGTTCTTTGCCGCCATGTACTACCTGCTGGAAGAGGAAAAGGAAGGA 
1 351 AGGACGAACGTTCCAGGGAGTCGTTTGAAGCTTCCCAGCCGAGACGTGAC 
1 401 AGTCCTTCTGGAAAACTATGGCAAATTCGAAAAGGGGTATTTGATTTTTG 
1 451 TTGTACGTTTCCTCTTTGGCCTGGTAAACCAGGAGAGGACCTCCTACTTG 
1 501 GAGAAGAAATTAAGTTGCAAGATCTCTCAGCAAATCAGGCTGGAGCTGCT 
1 551 GAAATGGATTGAAGTGAAAGCCAAAGCTAAAAAGCTGCAGATCCAGCCCA 
1 601 GCCAGCTGGAATTGTTCTACTGTTTGTACGAGATGCAGGAGGAGGACTTC 
1 651 GTGCAAAGGGCCATGGACTATTTCCCCAAGATTGAGATCAATCTCTCCAC 
1 701 CAGAATGGACCACATGGTTTCTTCCTTTTGCATTGAGAACTGTCATCGGG 
1 751 TGGAGTCACTGTCCCTGGGGTTTCTCCATAACATGCCCAAGGAGGAAGAG 
1 801 GAGGAGGAAAAGGAAGGCCGACACCTTGATATGGTGCAGTGTGTCCTCCC 
1 851 AAGCTCCTCTCATGCTGCCTGTTCTCATGGATTGGTGAACAGCCACCTCA 
1 901 CTTCCAGTTTTTGCCGGGGCCTCTTTTCAGTTCTGAGCACCAGCCAGAGT 
1 951 CTAACTGAATTGGACCTCAGTGACAATTCTCTGGGGGACCCAGGGATGAG 
200 1 AGTGTTGTGTGAAACGCTCCAGCATCCTGGCTGTAACATTCGGAGATTGT 
205 1 GGTTGGGGCGCTGTGGCCTCTCGCATGAGTGCTGCTTCGACATCTCCTTG 
2101 GTCCTCAGCAGCAACCAGAAGCTGGTGGAGCTGGACCTGAGTGACAACGC 
2151 CCTCGGTGACTTCGGAATCAGACTTCTGTGTGTGGGACTGAAGCACCTGT 
2201 TGTGCAATCTGAAGAAGCTCTGGTTGGTCAGCTGCTGCCTCACATCAGCA 
2251 TGTTGTCAGGATCTTGCATCAGTATTGAGCACCAGCCATTCCCTGACCAG 
230 1 ACTCTATGTGGGGGAGAATGCCTTGGGAGACTCAGGAGTCGCAATTTTAT 
2351 GTGAAAAAGCCAAGAATCCACAGTGTAACCTGCAGAAACTGGGGTTGGTG 
240 1 AATTCTGGCCTTACGTCAGTCTGTTGTTCAGCTTTGTCCTCGGTACTCAG 
2451 CACTAATCAGAATCTCACGCACCTTTACCTGCGAGGCAACACTCTCGGAG 
2501 ACAAGGGGATCAAACTACTCTGTGAGGGACTCTTGCACCCCGACTGCAAG 
2551 CTTCAGGTGTTGGAATTAGACAACTGCAACCTCACGTCACACTGCTGCTG 
2601 GGATCTTTCCACACTTCTGACCTCCAGCCAGAGCCTGCGAAAGCTGAGCC 
2651 TGGGCAACAATGACCTGGGCGACCTGGGGGTCATGATGTTCTGTGAAGTG 
2701 CTGAAACAGCAGAGCTGCCTCCTGCAGAACCTGGGGTTGTCTGAAATGTA 
2751 TTTCAATTATGAGACAAAAAGTGCGTTAGAAACACTTCAAGAAGAAAAGC 
280 1 CTGAGCTGACCGTCGTCTTTGAGCCTTCTTGGTAG 
(SEQ ID NO: 33) 
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1 MASTRCKLARYPTVI CQEDS I EEEWMGLLEYLSRI S I CKMKKDYRKKYRK 
51 YVRSRFQCIEDRNARLGESVSLNKRYTRLRLI KEHRSQQEREQELLAIGK 
101 TKTCESPVSPIKMELLFDPDDEHSEPVHTWFQGAAGIGKTILARKMMLD 
151 WASGTLYQDRFDYLFYIHCREVSLVTQRSLGDLIMSCCPDPNPPIHKIVR 
201 KPSRILFLMDGFDELQGAFDEHIGPLCTDWQKAERGDILLSSLIRKKLLP 
251 EASLLITTRPVALEKLQHLLDHPRHVEILGFSEAKRKEYFFKYFSDEAQA 
30 1 RAAF S L I QENEVLFTMC F I PLVCW I VCTGLKQQME SGKS LAQTS KTTTAV 
351 YVFFLSSLLQPRGGSQEHGLCAHLWGLCSLAADGIWNQKILFEESDLRNH 
401 GLQKADVSAFLRMNLFQKEVDCEKFYSFIHMTFQEFFAAMYYLLEEEKEG 
451 RTNVPGSRLKLPSRDVTVLLENYGKFEKGYLIFWRFLFGLVNQERTSYL 
501 EKKLSCKISQQIRLELLKWIEVKAKAKKLQIQPSQLELFYCLYEMQEEDF 
551 VQRAMDYFPKIEINLSTRMDHMVSSFCIENCHRVESLSLGFLHNMPKEEE 
601 EEEKEGRHLDMVQCVLPSSSHAACSHGLVNSHLTSSFCRGLFSVLSTSQS 
651 LTELDLSDNSLGDPGMRVLCETLQHPGCNIRRLWLGRCGLSHECCFDISL 
701 VLSSNQKLVELDLSDNALGDFGIRLLCVGLKHLLCNLKKLWLVSCCLTSA 
751 CCQDLASVLSTSHSLTRLYVGENALGDSGVAILtCEKAKNPQCNLQKLGLV 
80 1 NSGLTS VCCSALS S VL'STNQNLTHLYLRGNTLGDKG I KLLCEGLLHPDCK 
851 LQVLELDNCNLTSHCCWDLSTLLTSSQSLRKLSLGNNDLGDLGVMMFCEV 
901 LKQQSCLLQNLGLSEMYFNYETKSALETLQEEKPELTWFEPSW 
(SEQ ID NO:34) 

FIG. 42H 

1 ATGGCAAGCACCCGCTGCAAGCTGGCCAGGTACCATGGATTGGTGAACAG 
51 CCACCTCACTTCCAGTTTTTGCCGGGGCCTCTTTTCAGTTCTGAGCACCA 
1 0 1 GCCAGAGTCTAACTGAATTGGACCTCAGTGACAATTCTCTGGGGGACCCA 
1 51 GGGATGAGAGTGTTGTGTGAAACGCTCCAGCATCCTGGCTGTAACATTCG 
20 1 GAGATTGTGGTTGGGGCGCTGTGGCCTCTCGCATGAGTGCTGCTTCGACA 
251 TCTCCTTGGTCCTCAGCAGCAACCAGAAGCTGGTGGAGCTGGACCTGAGT 
301 GACAACGCCCTCGGTGACTTCGGAATCAGACTTCTGTGTGTGGGACTGAA 
351 GCACCTGTTGTGCAATCTGAAGAAGCTCTGGTTGGTCAGCTGCTGCCTCA 
40 1 CATCAGCATGTTGTCAGGATCTTGCATCAGTATTGAGCACCAGCCATTCC 
451 CTGACCAGACTCTATGTGGGGGAGAATGCCTTGGGAGACTCAGGAGTCGC 
501 AATTTTATGTGAAAAAGCCAAGAATCCACAGTGTAACCTGCAGAAACTGG 
551 GGTTGGTGAATTCTGGCCTTACGTCAGTCTGTTGTTCAGCTTTGTCCTCG 
601 GTACTCAGCACTAATCAGAATCTCACGCACCTTTACCTGCGAGGCAACAC 
651 TCTCGGAGACAAGGGGATCAAACTACTCTGTGAGGGACTCTTGCACCCCG 
70 1 ACTGCAAGCTTCAGGTGTTGGAATTAGACAACTGCAACCTCACGTCACAC 
751 TGCTGCTGGGATCTTTCCACACTTCTGACCTCCAGCCAGAGCCTGCGAAA 
80 1 GCTGAGCCTGGGCAACAATGACCTGGGCGACCTGGGGGTCATGATGTTCT 
851 GTGAAGTGCTGAAACAGCAGAGCTGCCTCCTGCAGAACCTGGGGTTGTCT 
90 1 GAAATGTATTTC AATTATGAGACAAAAAGTGCGTTAGAAACACTTCAAGA 
951 AGAAAAGCCTGAGCTGACCGTCGTCTTTGAGCCTTCTTGGTAG 
(SEQ ID NO:35) 

FIG. 421 

1 MASTRCKLARYHGLViSJSHLTSSFCRGLFSVLSTSQSLTELDLSDNSLGDP 
51 GMRVLCETLQHPGCNIRRLWLGRCGLSHECCFDISLVLSSNQKLVELDLS 
101 DNALGDFGIRLLCVGLKHLLCNLKKLWLVSCCLTSACCQDLASVLSTSHS 
1 51 LTRLYVGENALGDSGVAILCEKAKNPQCNLQKLGLVNSGLTSVCCSALSS 
201 VLSTNQNLTHLYLRGNTLGDKGIKLLCEGLLHPDCKLQVLELDNCNLTSH 
251 CCWDLSTLLTSSQSLRKLSLGNNDLGDLGVMMFCEVLKQQSCLLQNLGLS 
301 EMYFNYETKSALETLQEEKPELTWFEPSW (SEQ ID NO: 26) 
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ATGGCAAGCACCCGCTGCAAGCTGGCCAGGTACCTGGAGGACCTGGAGGA 

TGTGGACTTGAAGAAATTTAAGATGCACTTAGAGGACTATCCTCCCCAGA 

AGGGCTGCATCCCCCTCCCGAGGGGTCAGACAGAGAAGGCAGACCATGTG 

GATCTAGCCACGCTAATGATCGACTTCAATGGGGAGGAGAAGGCGTGGGC 

CATGGC CGTGTGGATCTT CG CTGCGAT C AACAGGAGAG AC CTTTATGAGA 

AAGCAAAAAGAGATGAGCCGAAGTGGGGTTCAGATAATGCACGTGTTTCG 

AATCCCACTGTGATATGCCAGGAAGACAGCATTGAAGAGGAGTGGATGGG 

TTTACTGGAGTACCTTTCGAGAATCTCTATTTGTAAAATGAAGAAAGATT 

ACCGTAAGAAGTACAGAAAGTACGTGAGAAGCAGATTCCAGTGCATTGAA 

GACAGGAATGCCCGTCTGGGTGAGAGTGTGAGCCTCAACAAACGCTACAC 

ACGACTGCGTCTCATCAAGGAGCACCGGAGCCAGCAGGAGAGGGAGCAGG 

AGCTTCTGGCCATCGGCAAGACCAAGACGTGTGAGAGCCCCGTGAGTCCC 

ATTAAGATGGAGTTGCTGTTTGACCCCGATGATGAGCATTCTGAGCCTGT 

GCACACCGTGGTGTTCCAGGGGGCGGCAGGGATTGGGAAAACAATCCTGG 

CCAGGAAGATGATGTTGGACTGGGCGTCGGGGACACTCTACCAAGACAGG 

TTTGACTATCTGTTCTATATCCACTGTCGGGAGGTGAGCCTTGTGACACA 

GAGGAGCCTGGGGGACCTGATCATGAGCTGCTGCCCCGACCCAAACCCAC 

CCATCCACAAGATCGTGAGAAAACCCTCCAGAATCCTGTTCCTCATGGAC 

GGCTTCGATGAGCTGCAAGGTGCCTTTGACGAGCACATAGGACCGCTCTG 

CACTGACTGGCAGAAGGCCGAGCGGGGAGACATTCTCCTGAGCAGCCTCA 

TCAGAAAGAAGCTGCTTCCCGAGGCCTCTCTGCTCATCACCACGAGACCT 

GTGGCCCTGGAGAAACTGCAGCACTTGCTGGACCATCCTCGGCATGTGGA 

GATCCTGGGTTTCTCCGAGGCCAAAAGGAAAGAGTACTTCTTCAAGTACT 

TCTCTGATGAGGCCCAAGCCAGGGCAGCCTTCAGTCTGATTCAGGAGAAC 

GAGGTCCTCTTCACCATGTGCTTCATCCCCCTGGTCTGCTGGATCGTGTG 

CACTGGACTGAAACAGCAGATGGAGAGTGGCAAGAGCCTTGCCCAGACAT 

CCAAGACCACCACCGCGGTGTACGTCTTCTTCCTTTCCAGTTTGCTGCAG 

CCCCGGGGAGGGAGCCAGGAGCACGGCCTCTGCGCCCACCTCTGGGGGCT 

CTGCTCTTTGGCTGCAGATGGAATCTGGAACCAGAAAATCCTGTTTGAGG 

AGTCCGACCTCAGGAATCATGGACTGCAGAAGGCGGATGTGTCTGCTTTC 

CTGAGGATGAACCTGTTCCAAAAGGAAGTGGACTGCGAGAAGTTCTACAG 

CTTCATCCACATGACTTTCCAGGAGTTCTTTGCCGCCATGTACTACCTGC 

TGGAAGAGGAAAAGGAAGGAAGGACGAACGTTCCAGGGAGTCGTTTGAAG 

CTTCCCAGCCGAGACGTGACAGTCCTTCTGGAAAACTATGGCAAATTCGA 

AAAGGGGTATTTGATTTTTGTTGTACGTTTCCTCTTTGGCCTGGTAAA.ee 

AGGAGAGGACCTCCTACTTGGAGAAGAAATTAAGTTGCAAGATCTCTCAG 

CAAATCAGGCTGGAGCTGCTGAAATGGATTGAAGTGAAAGCCAAAGCTAA 

AAAGCTGCAGATCCAGCCCAGCCAGCTGGAATTGTTCTACTGTTTGTACG 

AGATGCAGGAGGAGGACTTCGTGCAAAGGGCCATGGACTATTTCCCCAAG 

ATTGAGATCAATCTCTCCACCAGAATGGACCACATGGTTTCTTCCTTTTG 

CATTGAGAACTGTCATCGGGTGGAGTCACTGTCCCTGGGGTTTCTCCATA 

ACATGCCCAAGGAGGAAGAGGAGGAGGAAAAGGAAGGCCGACACCTTGAT 

ATGGTGCAGTGTGTCCTCCCAAGCTCCTCTCATGCTGCCTGTTCTCATGG 

GTTGGGGCGCTGTGGCCTCTCGCATGAGTGCTGCTTCGACATCTCCTTGG 

TCCTCAGCAGCAACCAGAAGCTGGTGGAGCTGGACCTGAGTGACAACGCC 

CTCGGTGACTTCGGAATCAGACTTCTGTGTGTGGGACTGAAGCACCTGTT 

GTGCAATCTGAAGAAGCTCTGGTTGGTCAGCTGCTGCCTCACATCAGCAT 

GTTGTCAGGATCTTGCATCAGTATTGAGCACCAGCCATTCCCTGACCAGA 

CTCTATGTGGGGGAGAATGCCTTGGGAGACTCAGGAGTCGCAATTTTATG 

TGAAAAAGCCAAGAATCCACAGTGTAACCTGCAGAAACTGGGGTTGGTGA 

ATTCTGGCCTTACGTCAGTCTGTTGTTCAGCTTTGTCCTCGGTACTCAGC 
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ACTAATCAGAATCTCACGCACCTTTACCTGCGAGGCAACACTCTCGGAGA 
CAAGGGGATCAAACTACTCTGTGAGGGACTCTTGCACCCCGACTGCAAGC 
TTCAGGTGTTGGAATTAGACAACTGCAACCTCACGTCACACTGCTGCTGG 
GATCTTTCCACACTTCTGACCTCCAGCCAGAGCCTGCGAAAGCTGAGCCT 
GGGCAACAATGACCTGGGCGACCTGGGGGTCATGATGTTCTGTGAAGTGC 
TGAAACAGCAGAGCTGCCTCCTGCAGAACCTGGGGTTGTCTGAAATGTAT 
TTCAATTATGAGACAAAAAGTGCGTTAGAAACACTTCAAGAAGAAAAGCC 
TGAGCTGACCGTCGTCTTTGAGCCTTCTTGGTAG 
(SEQ ID NO:148) 
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1 MASTRCKLiARYLEDLEDVDLKKFKMHLEDYPPQKGCI PLPRGQTEKADHV 
51 D L AT LM I D FNG E E KA W AMA VW I F AA I NRRDL Y E KAKRD E P KWG S DN AR VS 
1 0 1 NPTVI CQEDS I EEEWMGLLEYLSRI S I CKMKKDYRKKYRKYVRSRFQC I E 
151 DRNARLGESVSLNKRYTRLRLIKEHRSQQEREQELLAIGKTKTCESPVSP 
201 IKMELLFDPDDEHSEPVHTWFQGAAGIGKTILARKMMLDWASGTLYQDR 
251 FDYLFYIHCREVSLVTQRSLGDLIMSCCPDPNPPIHKIVRKPSRILFLMD 
301 GFDELQGAFDEH I GPLCTDWQKAERGD I LLS S L I RKKLrL PEAS LL I TTRP 
351 VALEKLQHLLDHPRHVEILGFSEAKRKEYFFKYFSDEAQARAAFSLIQEN 
401 EVLFTMCFIPLVCWIVCTGLKQQMESGKSLAQTSKTTTAVYVFFLSSLLQ 
451 PRGGSQEHGLCAHLWGLCSLAADG I WNQKI LFEESDLRNHGLQKADVSAF 
501 LRMNLFQKEVDCEKFYSFIHMTFQEFFAAMYYLLEEEKEGRTNVPGSRLK 
55 1 LPSRDVTVLLENYGKFEKGYL I F WRFLFGLVNQERTS YLEKKLS CKI SQ 
601 QIRLELLKWIEVKAKAKKLQIQPSQLELFYCLYEMQEEDFVQRAMDYFPK 
651 IEINLSTRMDHMVSSFCIENCHRVESLSLGFLHNMPKEEEEEEKEGRHLD 
701 MVQCVLPSSSHAACSHGLGRCGLSHECCFDI SLVLSSNQKLVELDLSDNA 
751 LGDFGIRLLCVGLKHLLCNLKKLWLVSCCLTSACCQDLASVLSTSHSLTR 
80 1 L Y VG ENALG D S G V A I LCEKAKNPQCNLQKLGLVNSGLTS VCCSALS S VLS 
85 1 TNQNLTHL YLRGNTLGDKGI KLLCEGLLHPDCKLQVLELDNCNLTSHCCW 
901 DLSTLLTSSQSLRKLSLGNNDLGDLGVMMFCEVLKQQSCLLQNLGLSEMY 
951 FNYETKSALETLQEEKPELTWFEPSW (SEQ ID NO: 14 9) 
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